
Supplemental Table S1. Antibodies used in this study. 

Antibody Type Concentration Supplier, reference no. 

α-Globin Polyclonal 10 µg/mL (histology) Abcam, Ab92492 

α-Globin Polyclonal (Western blot) Home-made 

eNOS Monoclonal 
1 µg/mL (histology) 

0.2 µg/mL (Western blot) 
BD 610297 

CyB5a Polyclonal 
4 µg/mL (histology) 

0.4 µg/mL (Western blot) 
Proteintech, 12365-1-AP 

CyB5b Polyclonal 
2.5 µg/mL (histology)  

0.25 µg/mL (Western blot) 
Proteintech, 15469-1-AP 

CyB5R3 Polyclonal 
0.4 µg/mL (histology) 

0.2 µg/mL (Western blot) 
Proteintech, 10894-1-AP 

Goat anti-rabbit 

IgG 

HRP 

conjugate 
0.05 µg/mL 

Jackson ImmunoResearch 

Laboratories,  

111-035-003 

Goat anti-

mouse IgG 

HRP 

conjugate 
0.05 µg/mL 

Jackson ImmunoResearch 

Laboratories,  

115-035-003 

  



Supplemental Table S2. Oligonucleotide primers used for RT-qPCR.  

 

GENE ACCESSION FORWARD PRIMER, 5′→ 3′ REVERSE PRIMER, 5′→ 3′ 

HBA NM_008218 GCTCTCTGGGGAAGACAAAA GCCGTGGCTTACATCAAAGT 

HBB NM_001278161 TGTTGACTCACAACCCCAGA CTGGGTCCAAGGGTAGACAA 

NOS3 NM_008713 GCACCCAGAGCTTTTCTTTG GTCAACCGAACGAAGTGACA 

CYB5A NM_025797 CTGGGTGATCCTGCATCATA ACAGTTCTCGTGCATCCGTA 

CYB5B NM_025558 CTGCGATGAGAGGAGGAGAC CTCTGGCGGATGAAAGACTC 

CYB5R3 NM_029787 GGAAGAGAGAGGGAGGGAGA GGCAGGTAGGTGGTTAGGTG 

CYGB NM_030206 GAGTTGGGGTGAGTCAGCTT CCGTGGAGACCAGGTAGATG 

ACTB NM_007393 CCATCTACGAGGGCTATGCT TTTGATGTCACGCACGATTT 

 

HBA, α-globin; HBB, β-globin; NOS3, eNOS; CYB5A, cytochrome b5 type A; CYB5B, cytochrome b5 type 

B; CYB5R3, cytochrome b5 reductase 3; CYGB, cytoglobin; ACTB, β-actin 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

http://genome.ucsc.edu/cgi-bin/hgc?hgsid=1197033389_PaIBAb06VR76YLe2Vewwgo6UyZWW&g=refGene&i=NM_008218&c=chr11&o=32283510&l=32283510&r=32284465&db=mm10
http://genome.ucsc.edu/cgi-bin/hgc?hgsid=1197036295_TRf9vFrxZ1Az1vfouWarwePp2u1C&g=refGene&i=NM_001278161&c=chr7&o=103826533&l=103826533&r=103827928&db=mm10
http://genome.ucsc.edu/cgi-bin/hgc?hgsid=1197037229_MJZFI5UqIGgMZbbsj9hOBuxlZLIj&g=refGene&i=NM_008713&c=chr5&o=24364809&l=24364809&r=24384474&db=mm10
http://genome.ucsc.edu/cgi-bin/hgc?hgsid=1197038195_Nmzx4TQTW7gu1UTy3PVorFODrKOe&g=refGene&i=NM_025797&c=chr18&o=84851337&l=84851337&r=84879871&db=mm10
http://genome.ucsc.edu/cgi-bin/hgc?hgsid=1197040055_5Pl83Z0XpdBoAIvPO8bY57hGCs3H&g=refGene&i=NM_025558&c=chr8&o=107150639&l=107150639&r=107187471&db=mm10
http://genome.ucsc.edu/cgi-bin/hgc?hgsid=1197040737_rjKP1N3ZJTLhwGH3hPQkW6ToLGRI&g=refGene&i=NM_029787&c=chr15&o=83153493&l=83153493&r=83172592&db=mm10
http://genome.ucsc.edu/cgi-bin/hgc?hgsid=1197041511_faYWdhg1HuYC2lR0okv7MB1tZ5Hd&g=refGene&i=NM_030206&c=chr11&o=116645594&l=116645594&r=116654313&db=mm10
http://genome.ucsc.edu/cgi-bin/hgc?hgsid=1197042357_iqHx4nEOwDP63u9U2jzA5XriTNGA&g=refGene&i=NM_007393&c=chr5&o=142903114&l=142903114&r=142906754&db=mm10


 

Supplemental Figure S1. eNOS reduction. eNOS reduction kinetics after mixing NADPH under 76 Torr of 

CO. The dashed lines represent the exponential rise fit, with the associated determination coefficient (R2). 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Supplemental Figure S2. α-Globin reduction. α-Globin–AHSP reduction kinetics, after mixing with 

CyB5R3/CyB5a (A) or eNOS (B) pre-incubated under anaerobic conditions in the presence of NADH or 

NADPH, respectively, under CO. The dashed lines represent the exponential rise or decay fits, with the 

associated determination coefficient (R2). 


