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Figure S1. Sequence alignments of mature forms of SmSOD, StSOD, Fe-SOD from E. coli and the
Mn—SOD from rat mitochondria. Alignment was performed with MUSCLE [Edgar, R.C. MUSCLE:
Multiple sequence alignment with high accuracy and high throughput. Nucleic Acids Res. 2004, 32,
1792-1797]. The residues mainly involved in dimer assembly (E21, H30, S126, E165, H166, Y169,
R173, residue numbering referred to the PDB structure 4YIP) are highlighted in pink.
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Table S1. Compounds identified by virtual screening.
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Table S2. Values of ICso obtained for various SODs in the presence of ALS-31

SOD group Source 1Cso (UM)
Cambialistic | Streptococcus mutans 159+ 19
" Streptococcus thermophilus 218 £ 50
Fe-SOD Escherichia coli 123 £20
Mn-SOD Rat mitochondria 161 £ 56
Cu/Zn-SOD | Bovine erythrocytes 146 + 25
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