
Figure S1. Interaction analysis between fatty acid metabolism and antioxidant capacity
Correlation analysis between fatty acid metabolism and antioxidant enzyme related parameters were 
retrieved from Pearson analysis. Data were analyzed by Students’ t-test; * represents p < 0.05, and ** 

represents p < 0.01; results were indicated as mean ± SEM, n=9.
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Figure S2. Interaction analysis among inflammation, apoptosis, and autophagy
Correlation analysis was retrieved from Pearson analysis. A) correlation between inflammation and 
apoptosis related key genes; B) correlation between inflammation and autophagy; C) correlation between 
apoptosis and autophagy. Data were analyzed by Students’ t-test; * represents p < 0.05, and ** represents 

p < 0.01; results were indicated as mean ± SEM, n=9.
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