
 

 

Supplemental Figure S1. TUB4 expression stability under our experimental 

conditions. Mean of RT-qPCR Ct values of the selected candidate as a reference gene 

(TUB4) in WT, L3 and H7 Arabidopsis seedlings under control treatment (0 hpi) and F. 

oxysporum infection (48 and 96 hpi). 

  



 

 

Supplemental Figure S2. GLB1 content in Arabidopsis roots in response to F. 

oxysporum. Western-blot quantification of GLB1 in WT and H7 Arabidopsis roots at 3, 

24 and 48 hpi infected or not (C) with F. oxysporum relatively expressed vs Ponceau 

bands. Data represent the mean ± SEM of at least 2 independent experiments. Different 

letters denote significant differences between genotypes (capital letters in control 

conditions and lowercase under infection conditions) according to Tukey´s multiple 

comparison test (P < 0.05). Asterisks denote significant differences respect to control 

within each genotype, in each time point according to T-Student test (P < 0.05).  

  



 

 

 

Supplemental Figure S3. Disease development after F. oxysporum inoculation of 

Glb1 mutants: L1 and H3. (A) Kaplan-Meier plot of the WT, L1 and H3 Arabidopsis 

seedlings survival infected with F. oxysporum over the course of 20 dpi. (B) Fungal 

burden at 0, 2 and 7 dpi determined by RT-qPCR analysis of the F. oxysporum Actin gene 

relative to the Arabidopsis TUB4 gene. Data represent the mean ± SEM of at least 3 

independent experiments. There´s no significant differences in (B) between genotypes in 

none of the time points according to Tukey´s multiple comparison test (P < 0.05). 

Asterisks in (B) denote significant differences respect to control (0 hpi) according to 

Dunnett´s multiple comparison test (P < 0.05). 

  



 

 

Supplemental Figure S4. Peroxidase and ferric chelate reductase (FCR) activity in 

Arabidopsis roots after F. oxysporum infection. Representative images showing 

peroxidase (A) or ferric chelate reductase (FCR; B) activity in WT, L3 and H7 

Arabidopsis seedling roots before (-) and after (+) F. oxysporum inoculation (3 and 24 

hpi). Images are representative of at least three independent experiments. 



Supplemental Table S1. Oligonucleotides used for RT-qPCR 

 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
 
 
Supplemental Table S2. Reverse transcription quantitative PCR parameters according 

to the Minimum Information for publication of Quantitative real-time PCR Experiments 

(MIQE) guidelines derived from Bustin et al., 2009 [48]. 

 

 
 
 


