
 
Figure S3. Canonical pathways significantly enriched in nasal explant culture supernatants in comparison to 
plasma. The activation z-scores determined by directionality (overabundance in orange and underabundance in 
blue) and number of cytokine/chemokine are represented by a heat map. The proteins associated to each pathway 
are shown in black cells. The pathways included had a minimum of two analytes associated and a p < 0.05 (right-
tailed Fisher exact test). 
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