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WT/mock | Mut-1/mock | Mut-2/mock
0.771 0.921 0.898|GTF3C2
0.824 0.944 0.983|MED8
0.834 0.907 1.067|SMARCA1
0.837 0.984 1.028|CARF
0.850 1.048 0.963|NFYC
0.858 0.931 1.005 [TRRAP
0.906 0.976 0.944 |SUPT5H
0.908 0.910 0.938|GTF2I
0.930 0.907 0.878|TRIM28
0.946 1.153 1.379|GTF3C4
0.961 0.997 1.019|SMARCA2
0.967 0.965 0.903 |GTF2H4
0.987 0.928 0.898|YY1
0.996 0.930 0.952|SLT™
0.998 0.948 0.943|TCERGL
1.007 0.946 0.929|BTF3
1.019 0.875 0.904 |UBTF
1.026 1.013 0.929|GTF3C1
1.029 0.992 0.980|GTF3C3
1.031 1.012 1.036|MED11
1.040 1.192 1.205(STATL
1.111 1.100 0.939|CTCF
1.124 0.874 1.181 |BCLAF1
1.129 1.058 0.952(TAF8
1.424 0.925 0.613|NFYB




P16403 Histone H1.2 HIST1H1C

P16402 Histone H1.3 HIST1H1D

P10412 Histone H1.4 HIST1H1E

Q92522 Histone H1x H1FX

Q71UI9 Histone H2A.V H2AFV

Q8IUE6 Histone H2A type 2-B HIST2H2AB
U3KQKO Histone H2B HIST1H2BN

P33778 Histone H2B type 1-B HIST1H2BB
P68431 Histone H3.1 HIST1H3A

Q16695 Histone H3.1t HIST3H3

Q71DI3 Histone H3.2 HIST2H3A

P84243 Histone H3.3 H3F3A

P62805 Histone H4 HIST1H4A

Set1

Score Coverage WT Mut-1 Mut-2
3016.70|  100.00 0.865 0.827 0.839
2877.30 92.31 0.943 0.893 0.872
3175.00|  100.00 0.909 0.900 0.847

566.19 97.65 0.990 0.990 0.998
301.46 97.66 0.980 1.867 1.407
704.55 93.08 1.298 1.265 1.186
1267.13 87.95 1.174 2.265 1.699
1190.07(  100.00 1.184 2.001 1.499
346.26 88.24 0.911 1.517 1.449
325.08 88.24 0.986 1.611 1.222
473.92 88.24 1.136 1.952 1.484
433.65 88.24 1.043 1.738 1.273
737.96| 100.00 1.400 2.829 1.901

Set 2

Score Coverage WT Mut-1 Mut-2
2431.89 99.06 0.977 0.884 0.865
2287.59 99.10 0.952 0.916 0.943
2588.09 99.09 1.006 0.915 0.834

464.44 100.00 1.010 0.988 1.024
248.72 82.03 1.238 1.870 1.422
326.12 94.62 1.242 1.323 1.243
936.64 87.95 1.224 2.126 1.679
878.92 97.62 1.210 1.840 1.388
250.65 90.44 1.047 1.419 1.282
236.19 90.44 1.084 1.835 1.381
353.05 90.44 1.075 2.042 1.456
332.29 97.06 1.146 1.756 1.340
550.10 95.15 1.478 2.774 1.985
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Biological Functions Analysis Name p-value Molecules # of proteins
Mot vs, Mocka & Nt vs Mock2 a1sE13433E 02 |ceT2cen GNB2L1L HISTSHMYOF, P1SET, BASPLEAMI00B HMGNLHMGEL »
Gellular Assembly and Organization L 2o - - S P T T -
Mut2 us. Mockd & Mut2 us. Mock2 n
513E-06-485E:02 [ANXAL T7.CCT8 EEFIALGAP! KRT9MYOF PLXNBL.SL RP1LSUPTIGH o
MUt v, Mockd & Mk ve. Mock2 17E12.4 65602 A NB2L1MYOF.TCPL. HMGB1 =
Gell-To-Cell Signaling and Interaction 124 Gk
Mut2 us. Mockd & Mut2 us. Mock2 12
LosEvsasiE2  |anxal T7.GAPDH KRT2MYOF.OASL PLXNELNPMLPAWR
MUt v, Mookt & Mtk ve. Mock2 17eE09as5E02  |aTPoaL T AP 1.MYOF ORC2.SET SNDLTGPLUSPI0, BASP1.CHTOP HOGF.HMGE1PQBPLPRDX1 >
el Death and Survival D54 G5 : : - e
Mut2 us. Mockd & Mut2 us. Mock2 2
TAIEC54T4E02  [ANXALBCLAFL T7.EEF1ALGAPDH,G6PD KRT10 MYOF PLXNBLPROX1, SET SL RPLTPTL, HOGF NPMLPAWR
Mutl us. Mockd & Mt vs. Mock2 B

7.21E-05-4 65602 __|CN2.GNB2L 1 HDGF HMGB1 HMGE:

Gellular Movement

Mut2 vs. Mock! & Muz2 vs. Mock2 6
4456-04-4556:02_|ANXALPLXNS1PRDXLSSRP1HDGE NPML

Mutl vs. Mock! & MutL vs. Mock2 o
2.36E-04-4 65602 _|CNN2.GNB2L1 SET.BASP1.CHTOP DPYS0.ERHHVGE1PRDXL

cell Morphology

U2 vs. Mock! & Mut2 vs. Mock2 7
31E03336E02 | ANXALKRT2PLXNG1 PROXLDPYS0 NCORLNPHL
Mt vs. Mocks & Mutt vs. Moekz 6.16E-04-4.65E-02 JATPSA1ATPSB ATPSGL 7.CNIN2 EIF 1,MYOF.NAP1L1,SET,SND1.TCP1,USP10, BASP1,0PY30.HDGF HMGB1 JPRDX1 2
and Proliferation = = = - - - - - =
M2 vs. Mock! & Mut2 vs. Mock2 =
31603427602 |ATPSGIANGALBCLAFL EEF1ALGAPDH,GOPD KRTZKRT10MYOFNAPILLPLXNB PROX1 SET.SLCZSAS,TPT1,DPY30HDGE NCORLNPMLPAWR
Mt vs. Mocka & Mutt vs. Moekz 3.4E-03-4.65E-02 [BANF1.CCT4.GNB2L1, 16H,TCP1, HMGB1 HMGN1 e
Cell Cycle = R
M2 vs. Mock! & Mut2 vs. Mock2 s
4a5E04485E.02 _[BANF1 SSRP1SUPTIGH,NPMLPAVIR
Mt vs. Mocks & Mutt vs. Moekz 3.4E-03-4 65E-02 [MYOF, NUP1 HMGN1,PRDX1 N
Cellular Function and Maintenance = -
M2 vs. Mock! & Mut2 vs. Mock2 )
293E-03-485E.02__|ANXAL GAPDHKRTS,UYOF PLXNBLPROX1,SSRPLNPM
Mt vs. Mocka & Mutt vs. Moekz 34E-03-4 54E-02 JATPSB ATPSL GAP! 1NUP155,SET SL HMGB1 °
Molecular Transport = = = - =
M2 vs. Mock! & Mut2 vs. Mock2 10
612E04455E.02 | ANXALEEFIALGAPDH GGPD PRDXI SET.SLC25A5 TPTLDPYS0 PAWR
MUt vs. Mock! & Mutl vs. Mock2 3

340343302 |YOF HOGF HGB1

Organ Morphology

Mut2 vs. Mock! & Muz2 vs. Mock2 i
316:03.4856:02 |ANXALBCLAFLGEPD MTHFD2 MYOFHDGE NCORLNPML
MutL vs. Mock1 & Mutl vs. Mock2 i
o 434E-0B-465E-02 _|ATPSALATPSB ATPSCLATPSGLATPSL.CCT4CCTS, HMGB1
Mut2 vs. Mock1 & Mut2 vs. Mock2 3
311E03364£03 _|ATPSDATPEGLSLC25AS
Mt vs. Mocka & bt vs Mockz 434E-0B268E02 _|ATPSALATPSE ATPSCLATPSGLATPSL T, ERH.HMGB1LHMGN1 2
Nucleic Acid Metabolism o o — . =
Mut2 vs. Mock1 & Mu2 vs. Mock2 o
: y EEFIALERH L TPTL
Mutl vs. Mock1 & Mutl vs. Mock2 5
Small 434E-0B-465E.02 |\ TPSALATPSB ATPSCLATPSGLATPSL.CCTACCTS EIF6 GAPE 1.SET,ERH.AMGB1HMGNLPROX1
Mut2 vs. Mock1 & Mut2 vs. Mock2 1
612604455602 y NXALEEFIALERH, GEPD MTHFDZ P ETsL TPTLNCORLPAWR
Mt vs. Mockd & M vs. Mock2 126.05-4.0 BANFL 1°/0RC2,SET SUPTI6H, ERH.HDGF HMGB1HMGN1 2
NA Repli and Repair ! L ERH
Mut2 vs. Mock1 & Mut2 vs. Mock2 2

211E-03-396E02__|BANF1.ERH.G6PD HISTSH3, NAPLL1 PROX1 SET.SSRPLSUPT16H, HOGF.NPMLPAWR

Mutl vs. Mock! & MutL vs. Mock2 2
34E03324E:02 __|oAPDHHNGEL

Mut2 vs. Mock! & Muz2 vs. Mock2 3
31E03290E02 |EEFIALGAPDHGEPD

Mutl vs. Mock1 & MutL vs. Mock2 1
34E034656:02 _|HuGE1

Lipid Metabolism

Mut2 us. Mockd & Mug vs. Mock2 2
31E0assE02  |aweeerian
Mt vs. Mocka & Mutt vs. Moekz 3.4E-03-4.656-02 |CCT4.GNB2L1.TCP1.PRDX1 4
Modification = =
Mut2 us. Mockd & Mu2 vs. Mock2 1
az6E020 26802 |ANKAL
Protein Folding Mutl us. Mockd & Mt vs. Mock2 2
3aE03391E02 |coTaTcer
Mutl us. Mockd & Mutl vs. Mock2 U 1
Protein Synthesis e =
Mut2 us. Mockd & Mug2 vs. Mock2 5
676E034.85E.02 | ANXALEEFIALGAPDH.GGPD PROXLNPM1
MutL us. Mockd & Mutl vs. Mock2 1
678E03367E02 _|siCo5015
Mut2 us. Mockd & Mu vs. Mock2 1
366E02366E02 |UTHED?
RNA Traficking Mutl us. Mockd & Mt vs. Mock2 2
BIGE03816E03 |NUP1SS CHTOP
Mt vs. Mocka & Mutt vs. Moekz 8.56E-03-4.656-02 [PQBP1.RBMX SNRPF 2
RNA Modification = =
Mut2 us. Mockd & Mug vs. Mock2 2
ozrEos1ssE0r [P rpsic
Mt vs. Mocks & Mutt vs. Moekz 1.69E-02-4.54E-02 |GNB2L 1 SET,HMGB1,PRDX1 4
Cell signaling e
Mut2 us. Mockd & Mug vs. Mock2 5
31603336602 |BANFLEEFIALMCUZOASLSET
MutL us. Mockd & Mt vs. Mock2 5

561E-03-4656-02__|GAPDH.SND1ERHHVGB1,LDHB.PROX1

Inflammatory Disease

Mut2 vs. Mock! & Muz2 vs. Mock2 B
3BE-04-458E-02_|ATPSGLANXALEEFIALGAPDH KRTIOPROX1

Mutl vs. Mock! & MutL vs. Mock2 1
34E03334E02 _|pROXI

Free Radical Scavenging

Mut2 vs. Mock! & Muz2 vs. Mock2 3
31E033066:02 _|G6PDPROXIDPYS0

Mutl vs. Mock! & MutL vs. Mock2 10
34E03287E02__|cCT2.GAP! 1NAPIL1SET SND1.SUPTL6H, HMGB1HVGN1PROX1

Mut2 vs. Mock! & Muz2 vs. Mock2 i

31E03488E-02 _|GAPDH.GEPD,PROXLSET SSRP1.SUPTIGH, NCORLNPML

Mutl vs. Mock! & Mutl vs. Mock2 2
34E03368E-02 _|oNNZ HMGEL

Immune Cell Trafficking

M2 vs. Mock! & Mut2 vs. Mock2 3
31608366602 |anarpROXI NP
MUt vs. Mock! & Mutl vs. Mock2 s
SAE03334E02 |DNAILGAPDHSNDI HUGELPRDXL
M2 vs. Mock! & Mut2 vs. Mock2 12
122604302602 |ANXALDNAILEEFIALGAPDH, L XNB1 PROXI TPTLAHNAK2 HISTIHIE RPS1L
MUt vs. Mock! & Mutl vs. Mock2 5
S6IE03376E:02 _|GAPDH.SNDLERHHVIGELLOHE PROXL
M2 vs. Mock! & Mut2 vs. Mock2 7
LSEOI426E02 |ATPSGIANKALEEFIAL GAPDHKRTI0PROXINPMI
MUt vs. Mock! & Mutl vs. Mock2 4
| Resp 236E04391E02 _|CNN2.GAPDH HMGBLPROX1
MUtz vs. Mock! & Mut2 vs. Mock2 7
3BEOLASOE02 |ANXALEEF1ALGAPDHKRTLKRTIOPROXLNPM
Respiratory System Development and Function MUt vs. Mock! & Mutl vs. Mock2 2
34E034E02  |opvaoveer
Mt vs. Mocka & Mutt vs. Moekz 1.09E-02-2.68E-02 |ATPSB, \PDH MYOF NUP155, SUPT16H HMGB1,PRDX1 SNRPF ©
Infectious Disease = = = = - =
MUtz vs. Mock! & Mut2 vs. Mock2 1
825605452607 |ANXALBCLAFLCO0r{131 EEFIALGAPDH MYOF,OASL SSRP1LSUPTIGH TPTINPMLPROXLRPS16
‘Antigen Presentation MUt vs. Mock! & Mutl vs. Mock2 1

33402391602 |1




