Table S4. Predicted surface-exposed proteins identified in B. cenocepacia J2315 by using the “surface shaving” strategy followed by LC-MS/MS (Threshold score:

>5 peptides) and their predicted B cell epitopes.

B cell epitopes average
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! Peptides identified using surface-shaving with trypsin and LC-MS/MS analysis. 2 http://tools.iedb.org/bcell/. Threshold used of 0.5. Peptides shorter than 5 or
larger than 25 amino acids were not considered. At bold are the predicted B cell epitopes found by the Surface-shaving approach.


http://tools.iedb.org/bcell/

