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Table S1. Oligonucleotides used in the study.

Amplicon size

Primer (bp) Sequence (5'-3')
Influenza B (IFZB) F 391 CTC CAT AGA GGTTCT TCATTT GGG T
Influenza B (IFZB) R 391 ACA CCT TCT GCG AAA GCTTCA ATAC
Influenza A (IFZ A) F 193 TTC AGA CAA TGG AACGTG TTA CCC
Influenza A IFZ A) R 193 AGA AGCTTT TTG CTC CAG CAT GAG
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Figure S1. Real-time fluorescence monitoring of target RNA (IFZ B) amplification with GO and
nGO. (a) Agarose gel electrophoretic analysis (top panel) and fluorescent amplification signals
with various concentrations of GO (0, 0.5, 1, 1.5, 2, and 2.5 pg mL"). (b) Agarose gel electrophoretic
analysis (top panel) and fluorescent amplification signals with various concentrations of nGO (0,
0.5,1, 15,2, and 2.5 ug mL").
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Figure S2. Real-time fluorescence monitoring of qPCR-amplified products with serially diluted (188
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ng to 0.37 ng) target (IFZ B) RNA (a) in the absence of PEG-nGO and (b) in the presence of PEG-

Figure S3. Analysis of qPCR-amplified products with non-target (IFZ A) RNA in the presence or
absence of PEG-nGO. (a) Real-time fluorescence monitoring of qPCR-amplified products with seri-
ally diluted (188 ng to 0.37 ng) non-target RNA in the absence of PEG-nGO. (b) Melting curve anal-
ysis of qPCR-amplified products with serially diluted (47 ng to 0.37 ng) non-target RNA in the ab-
sence of PEG-nGO. (c) Real-time fluorescence monitoring of qPCR-amplified products with serially
diluted (188 ng to 0.37 ng) non-target RNA in the presence of PEG-nGO. (d) Melting curve analysis
of gPCR-amplified products with serially diluted (47 ng to 0.37 ng) non-target RNA in the presence
of PEG-nGO. Red dotted arrow and cyan arrow represents nonspecific and specific amplicon

dsDNA peak, respectively.



