Table S1. Pairwise comparison of complete sequences of pPvSC3-like plasmids
using BLASTN.

(coverage+identity) pNDM_NMG38-2 pPvSC3 pM2-1

pNDM_NMG38-2 - (92%+99.98%) (98%+99.99%)
pPvSC3 (88%199.98%) - (96%+99.75%)
pM2-1 (88%199.99%) (92%+99.75%) -

Table S2. Pairwise comparison of plamid backbone sequences of pPvSC3-like
plasmids using BLASTN.

(coverage+identity) pNDM_NMG38-2 pPvSC3 pM2-1

pNDM_NMG38-2 - (97%+99.98%) (97%199.99%)
pPvSC3 (96%+99.98%) - (99%+100%)
pM2-1 (96%199.99%) (99%+100%) -

Table S3. Detailed information of /nu(G)-carrying plasmids or chromosomes

(last accessed 18 Auguest, 2021 ) .

Accession Plasmid/ . L. Plasmid
no. chromosome Host strain Country Year Origin replicon

LR962611  chromosome Enterococcus Netherlands 2020 -
faecalis

LR962628  chromosome Enterococcus Netherlands 2020 -
faecalis

LR962531  chromosome Enterococcus Netherlands 2020 -
faecalis

LR962454  chromosome Enterococcus Netherlands 2020 -
faecalis

LR962846  chromosome Enterococcus Netherlands 2020 -
faecalis

0D940420  chromosome Enterococcus United 2021 Human
faecalis Kingdom

KX470419  chromosome Enterococcus China 2016 Animal -
faecalis

CP042216  chromosome Enterococcus Brazil 2013 Animal -
faecalis

CP043724  chromosome Enterococcus Brazil 2013 Animal
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Figure S1. Growth curves for the transconjugants (JM-1, JM-2, and JM-3) and the recipient strain J53.

Data were expressed as means + standard deviations and error bars show SDs.



