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Figure S1. RNA polymerase (3’-07° PPI interaction inhibitors.

1. yBRET screening

Aliquoted in 6™
functionalized plate

Incubation of
molecules with '

3. Bacterial growth inhibition assay

Gram negative bacterium
E. coli + PMBN

Detection of
the interaction

using antibody
, —

——

Gram positive bacterium
B. Subtilis

Yeast
S. cerevisiae

I A N SN N SO

350
300
250
.
R E 200
BRET signal measurement @ 150
=1
100 -~
Identification of PPI 0
small-molecule modulators o

* «——|POSITIVEHITS

0 8 16 24 32 40 48 56 64 72 80 88 96

Percentage of

inhibition
1

=

2

Percentage of %
mhibition =
— é
—

S

<

well position

100
80
=
2
E 60
=
8
= 40
=
20
0
R ®E S mAM T EE®R D =
a2 SEZ85A
Molecules (100 M)
00
80
60
40
20

T rl H T H
7 9 13 19 20

Molecules (100 uM)

Figure S2. Visual scheme representing the drug-discovery workflow.



Table S1. ’-0” binding inhibition of yBRET-selected compounds measured through ELISA assay performed at a fixed
concentration of 100 uM. Data are the mean of three replicates; SD is reported.
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