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Figure 1S. Percentage of secondary structure types of peptides obtained by deconvolution of spectra by
means of CDPro software package (Colorado State University), using SELCOM 3 and CONTILL methods.
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Figure 2S. Percentage of secondary structure types lipopeptides obtained by deconvolution of spectra by
means of CDPro software package (Colorado State University), using SELCOM 3 and CONTILL methods



