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Figure S1. Ribosome profile analysis using MCrg (a) Schematic drawing of MCrg illustrating where
the fluorescent proteins and their coding sequences are positioned. Dark gray: large ribosomal
subunit; light gray: small ribosomal subunit; green barrel: EGFP; red barrel: mCherry; gray line:
mRNA; curved black line: bacterial chromosome with red and green strips symbolizing coding
sequences of mCherry and EGFP, respectively; Polysome profiles derived from (b) MCrg; (c)
MCrgAsQ and (D) MCrgAIC. A254 profiles are given in black lines, mCherry and mAzami specific
fluorescence intensities are given as red or green bars, respectively. Fluorescence intensities were
normalized to the first polysome peak. Adopted from Nikolay et al., 2014 [1].
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Figure S2. Ribosome profile analysis using MCrg*. (a) Schematic drawing of MCrg* illustrating where
the fluorescent proteins and their coding sequences are positioned. Dark gray: large ribosomal
subunit; light gray: small ribosomal subunit; green barrel: mAzami; red barrel: mCherry; gray line:
mRNA; curved black line: bacterial chromosome with red and green strips symbolizing coding
sequences of mCherry and mAzami, respectively; Polysome profiles derived from (b) MCrg*; (c)
MCrg*AsQ and (D) MCrg*AlC. A254 profiles are given in black lines, mCherry and mAzami specific
fluorescence intensities are given as red or green bars, respectively. Fluorescence intensities were
normalized to the first polysome peak. Adopted from Nikolay et al., 2015 [2].
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