Figure S13. Phylogenetic tree of the C-terminal domain of AvBD11 with monodomain crocodile

and turtle pB-defensins. The phylogenetic tree was constructed using the maximum-likelihood-based program PhyML
(without automatic curation) from the MAFFT-based alignment in Fig. S12. Branch support values are indicated in red. Bird
species acronyms: ANAPL, Anas plathyrhynchos (duck); GALGA, Gallus gallus (chicken); NIPNI, Nipponia nippon (crested
ibis); and TAEGU, Taeniopygia guttata (zebra finch). Crocodile species acronyms: ALLMI, Alligator mississippiensis
(American alligator); ALLSI, Alligator sinensis (Chinese alligator); CROPO, Crocodylus porosus (saltwater crocodile); and
GAVGA, Gavialis gangeticus (gharial). Turtle species acronyms: CHRPI, Chrysemys picta bellii (western painted turtle);
TERCA, Terrapene carolina triunguis (three-toed box turtle); CHESE, Chelydra serpentina (common snapping turtle); and
PELCA, Pelusios castaneus (west african mud turtle).
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