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Supplementary Figure S1. Phylogenetic tree of the examined M. bovis isolate based on the gyrA

sequence. ® Our examined M. bovis isolate, ® Reference strains; E. coli K12 and M. bovis PG45 (con-

trol negative; enrofloxacin sensitive).
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Supplementary Figure S2. Amino acid sequence alignments of the gyrA gene of the examined M.
bovis isolate. The sequences are indicated by their accession numbers.
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Supplementary Figure S3. Amino acid identity percentages between the gyrA genes of E. coli K12,
M. bovis gyrA (OM326888), M. bovis PG45 (control negative; enrofloxacin sensitive), and other M.
bovis isolates on GenBank. ID: identity.
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Supplementary Figure S4. Phylogenetic tree of the examined M. bovis isolate based on the parC

sequence. ® Our examined M. bovis isolate, ® Reference strains; E. coli K12 and M. bovis PG45 (con-
trol negative; enrofloxacin sensitive).
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Supplementary Figure S5. Amino acid sequence alignments of the parC gene of the examined M.
bovis isolate. The sequences are indicated by their accession numbers.
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Supplementary Figure S6. Amino acid identity percentages between the ParC genes of E. coli K12,
M. bovis ParC (OM326889), M. bovis PG45 (control negative; enrofloxacin sensitive), and other M.
bovis isolates on Genebank. ID: identity.



