
 
Figure S1. PCA score plots in different groups (A POS mode, B NEG mode). 

 

 
Figure S2. The heat plot of the correlations between the top 50 differentially expressed metabolites (rows) and top 100 differentially 
expressed genes (columns). The red and blue colors show the positively and negative correlation between transcriptomics and 
metabolomics data (A POS mode, B NEG mode). 


