Table S1. Putatively conserved lincRNAs between Homo sapiens and Branchiostoma lanceolatum.
Analysis of the genes surrounding the lincRNA focusing on three genes (upstream2, upstream1
and lincRNA). Some 1lincRNAs can be adscribed to more than one hypothetically conserved

microsyntenic clusters.

Orthologous lincRNAs!

State of the cluster in human?

Human orthologous lincRNA3

BL0238215c0000007 7 1+1linc
BL5765515c0000007 1114 | +Ilinc

BL588001Sc0000008151-11linc

BL6255815c0000008 11451 -11inc
BL4249315c0000014 [41+1linc
BL3963515c00000171321-linc
BL7663915c0000022 1351 +!linc
BL8120715c0000033 14 1-1linc
BL6353315c0000034 121 | +!linc
BL7986515c0000034 122 - linc
BL4236415c0000034 123 |- linc
BL3446315c0000054 153 |- Ilinc
BL561401Sc0000081 124 |- Ilinc
BL880021S5c00000831101-linc
BL704601Sc0000095 4 1+1linc
BL3523815c00001411191-linc
BL4328815c0000247 181+1linc
BL8308015c000026611 |- linc
BL6636015c000027311 - linc
BL8964415c0000273121-linc
BL2671615c0000273131-linc
BL6865915c0000384191-linc

Synteny conserved in the coding genes

*Conserved microsynteny
One gene with the strand inverted

*Conserved microsynteny
*Conserved microsynteny
Two genes with the strand inverted
One gene with the strand inverted
Synteny conserved in the coding genes
*Conserved microsynteny but extra gene in human
*Conserved microsynteny but extra gene in human
*Conserved microsynteny but extra gene in human
Correct order but strands inverted
Synteny conserved in the coding genes
*Conserved microsynteny
Two genes with the strand inverted
One gene with the strand inverted
Two genes with the strand inverted
*Conserved microsynteny
*Conserved microsynteny
*Conserved microsynteny
*Conserved microsynteny

*Conserved microsynteny

AC005258.2
LOC100505666
LINCO01124
AC007405.1

TCONS_12_00003921

TCONS_00016098
LOC101448202
SULT1C2P1
TCONS_00019766
LINCO01877
TCONS_00002678
AC097717.1
AL355338.2
AC012309.2
AC007298.2
TCONS_00018032
TCONS_00025555
NM_001302493.1
AC115284.2

AC012354.3
LINC01833
SIX3-AS1
TCONS_00011917

1GenlD, Scaffold, virtual coordinates and strand separated by “|”. 2Description of the synteny of
the cluster status in human. 3ID of the putative human orthologous lincRNA. * indicates a perfect
match in strand and order of the three core genes.



Table S2. Putatively conserved lincRNAs between Homo sapiens and Branchiostoma lanceolatum.
Analysis of the genes surrounding the lincRNA focusing on three genes (lincRNA, downstream1
and downstream?2). Some lincRNAs can be adscribed to more than one hypothetically conserved

microsyntenic clusters.

Orthologous lincRNAs?

State of the cluster in human?

BL4840315c00000001101-1linc
BL9155315c00000001321+!linc

BL8354915c00000001421-1linc

BL4914815c0000004 1180 | +Ilinc
BL88007 1 Sc0000005 1228 | +|linc
BL88764 15c0000006 1154 | +Ilinc
BL2177715c00000121281+1linc

BL4348515c00000121771+linc

BL3885215c00000151951+!linc
BL2369615c0000017 169 1+1linc
BL7892815c00000221401-linc
BL618011Sc000002416+1linc
BL4165315c0000050171+1linc
BL648141Sc0000066 1361 -11linc
BL7052415c00000801281+!linc
BL842691S5c0000083 114 |+1linc
BL660461Sc00000831151-1linc
BL6284015c0000091 133 1+!linc
BL9096215c0000097 113 1-1linc
BL6705515c0000174171-linc
BL331221Sc000019313 - linc
BL4948115c000019413 |- linc
BL5737015c000021917 | +1linc
BL5234715c000027316 |- [linc
BL5235315c000027317 - |linc

Synteny conserved in the coding genes AC004160.1
*Conserved microsynteny HOXB-AS1
) . TCONS_00003443
Synteny conserved in the coding genes
HOXB-AS4
Two genes with the strand inverted TCONS_00016695
*Conserved microsynteny AC009159.2
Correct order but strands inverted TCONS_I12_00025400
*Conserved microsynteny KCNJ2-AS1

*Conserved microsynteny but extra gene in
TCONS_00025331
human

Two genes with the strand inverted TCONS_00003896

One gene with the strand inverted AC100825.1
One gene with the strand inverted 798257.1
Two genes with the strand inverted AC092364.1
Two genes with the strand inverted TCONS_00014852
Synteny conserved in the coding genes 798880.1
*Conserved microsynteny AC114812.2
*Conserved microsynteny AC090001.1
*Conserved microsynteny LINC02410
*Conserved microsynteny AL158013.1
Synteny conserved in the coding genes AC012254.3
Two genes with the strand inverted AC006398.1
Synteny conserved in the coding genes LINC00210
One gene with the strand inverted AC092364.1
*Conserved microsynteny LINC01438
Synteny conserved in the coding genes TCONS_00022526
*Conserved microsynteny AC093702.1

1GenlID, Scaffold, virtual coordinates and strand separated by “|”. 2Description of the synteny of

the cluster status in human. 3ID of the putative human orthologous lincRNA. * indicates a perfect

match in strand and order of the three core genes.

Human orthologous lincRNA3



