
Figure S1. Distribution of the estimate heritability values for the 722 metabolites analyzed. The 
values plotted here are the estimates of the proportion of phenotypic variability that are explained 
by directly genotyped or imputed SNPs (“SNP chip heritability”), which are always smaller than 
heritability estimates from twin and other family-based studies. 

 

 

 

 

 

 

 

 

 

 

 


