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Supplementary Figure S1: Body composition at 8, 16, and 24 weeks in the ZDSD rodent model. (A) Fat

and lean mass of ZDSD rats. Data in all graphs represent the mean + SEM (n=18); *p < 0.05, ***p < 0.001
vs 8 weeks. ###p < 0.001 vs 16 weeks.
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Supplementary Figure S2: Differential expression analysis of taxonomic shifts in (A) Diabetic vs Healthy and (B) Diabetic
vs Prediabetic fecal samples. Diabetic group is a baseline. Taxa showed as “increased” on the graph are decreased in
Diabetic group compared to Healthy (A) or Prediabetic (B) groups.
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Supplementary Figure S3: Time course analysis of fecal short chain fatty acids (SCFAs) throughout the
development of diabetes in ZDSD rodents. (A) Isobutyric acid, (B) isovaleric acid, (C) valeric acid, and (D)
hexanoic acid levels in the feces of 5 hour fasted ZDSD rats. Data in all graphs represent the mean + SEM
(n=18); *p < 0.05, ***p < 0.001, **** is p < 0.0001 as assessed by Kruskal-Wallis one-way ANOVA.
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Supplementary Figure S4: (A) Fat and lean mass of OFS-treated or untreated ZDSD rats. (B) Differential
expression analysis of taxonomic shifts in Overt Diabetic vs OFS-treated Overt Diabetic cecal samples, where
untreated Overt Diabetic was used as a baseline. Data in all graphs represent the mean + SEM (n=18); ***p

< 0.001 vs control.
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