BIOSYNTHETIC PATHWAYS OF PLANT HORMONES
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BIOSYNTHETIC PATHWAY OF JASMONATES
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BIOSYNTHETIC PATHWAYS OF ETHYLENE, POLYAMINES, SALICYLIC ACID, AUXINS, AND MELATONIN
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STEROLS

BRASSINOSTEROIDS (BRs)
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BIOSYNTHETIC PATHWAYS OF CYTOKININS, ABSCISIC ACID, GIBBERELLINS, BRASSINOSTEROIDS, AND STRIGOLACTONES
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Figure S1: Network of plant hormones’ biosynthetic pathways (all-in-one).
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