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Supplementary Figure S1. The affiliation network of THM-NP studies. Circles represent the affiliations. The size of the circles and squares reflect the number 

of occurrences in the THM-NP studies. Nodes that appeared fewer than 3 times were removed. The box to the right of the network represents the index for 

the pie chart and the outline of the circle. 

 

  



Supplementary Table 1. Selected THM-NP studies.  
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2017 

Dongmei Wang, 

Jiangyong Gu, Wei 

Zhu, Fang Luo, Lirong 

Chen, Xiaojie Xu, 

Chuanjian Lu 

Guangdong Provincial 

Academy of Chinese 

Medical Sciences 
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furanodiene in the 
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PANTHER, 

KEGG, OMIM 
[107] 

Network pharmacology-

based prediction of active 

compounds and molecular 

targets in Yijin-Tang acting 
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Ayeong Lee, Won Park, 

Taewook Kang, Minho 

Cha, Jinmi Chun 

Korea Institute of 

Oriental Medicine, 

Insilicogen 

Corporation, 

Sookmyung Women's 

University 

Korean 

traditional 

knowledge 

portal database 

STITCH KEGG [108] 

Protective Effect of 

Artemisia argyi and Its 

Flavonoid Constituents 

against Contrast-Induced 

Cytotoxicity by Iodixanol in 

LLC-PK1 Cells 

2018 

Dahae Lee, Chang-eop 

Kim, Sayoon Park, 

Kemok Kim, 

Nguyentuan Hiep, 

Dongho Lee, Hyukjai 

Jang, Jaewook Lee, 

Kisung Kang 

Sungkyunkwan 

University, Gachon 

University, Korea 

University, University 

of Ulsan College of 

Medicine, Korea 

Institute of Science 

and Technology 

. TCMSP 
PharmGkb, 

TTD 
[109] 

Systematic Investigation of 

Scutellariae Barbatae Herba 

for Treating Hepatocellular 

Carcinoma Based on 

Network Pharmacology 

2018 Benjiao Gong 

Qingdao University, 

Yantai Hospital of 

Traditional Chinese 

Medicine, 

TCMSP 
PubChem, 

PharmMapper 

OncoDB.HCC, 

Liverome, Gene 

ontology, 

KEGG 

[110] 

Systematic Understanding 

of the Mechanism of 

Baicalin against Ischemic 

Stroke through a Network 

Pharmacology Approach 

2018 

Tian Xu, Chongyang 

Ma, Shuning Fan, 

Nang Deng, Yajun 

Lian, Ling Tan, Weizhe 

Du, Shuang Zhang, 

Shuling Liu, Beida Ren, 

Zhenhan Li, Qinguo 

Beijing University of 

Chinese Medicine 
. 

Pubmed, 

PharmMapper 

OMIM, GAD, 

TTD, Gene 

ontology, 

KEGG 

[111] 



Wang, Xueqian Wang 

Systems pharmacology 

analysis of synergy of 

TCM; an example using 

saffron formula 

2018 

Jianling Liu, Jingjing 

Liu, Fengxia Shen, 

Zonghui Qin, Meng 

Jiang, Jinglin Zhu, 

Zhenzhong Wang, Jun 

Zhou, Yingxue Fu, 

Xuetong Chen, Chao 

Huang, Wei Xiao, 

Chunli Zheng, 

Yonghua Wang 

Northwest A&F 

University, Northwest 

University, Jiangsu 

Kanion Parmaceutical 

Corporation 

TCMSP TCMSP, WES 

PharmGkb, 

TTD, Gene 

ontology, 

KEGG 

[112] 

Systems pharmacology 

approach to investigate the 

molecular mechanisms of 

herb Rhodiola rosea L. 

radix 

2018 

Wenjuan Zhang, Ying 

Huai, Zhiping Miao, 

Chu Chen, Mohamed 

Shahen, Siddiq Ur 

Rahman, Mahmoud 

Alagawany, Mahmoud 

E. Abd El-Hack, 

Heping Zhao, Airong 

Qian 

Xi’an JiaoTong 

University College of 

Medicine, Tanta 

University, Northwest 

A&F University, 

Zagazig University 

Chinese 

Academy of 

Sciences 

Chemistry 

database, 

Chinese Herbal 

Drug Database, 

TCMSP 

TCMSP 
Gene ontology, 

KEGG 
[113] 

Systems pharmacology 

based strategy for Q-

markers discovery of 

HuangQin decoction to 

attenuate intestinal damage 

2018 

Xiaomin Dai, Dongni 

Cui, Jing Wang, Wei 

Zhang, Zunjian Zhang, 

Fengguo Xu 

China Pharmaceutical 

University, Shaanxi 

University of Chinese 

Medicine, Macau 

University of Science 

and Technology 

TCMSP, 

TCMID 

TCMSP, 

STITCH, 

Drugbank 

. [114] 

Systems Pharmacology 

Dissection of Traditional 

Chinese Medicine Wen-Dan 

Decoction for Treatment of 

Cardiovascular Diseases 

2018 

Taohua Lan, Lulu 

Zhang, Yonghua 

Wang, Huanlin Wu, 

Danping Xu 

Guangzhou University 

of Chinese Medicine, 

Northwest A&F 

University, Beijing 

University of Chinese 

Medicine 

TCMSP TCMSP Gene ontology [115] 



Systems pharmacology 

uncover the mechanism of 

anti-non-small cell lung 

cancer for Hedyotis diffusa 

Willd 

2018 

Xing Su, Yueping Li, 

Meng Jiang, Jinglin 

Zhu, Chunli Zheng, 

Xuetong Chen, Jun 

Zhou, Yan Li, Wei Xiao, 

Yonghua Wang 

Shihezi University, 

Northwest University, 

Northwest A&F 

University, Jiangsu 

Kanion Parmaceutical 

Corporation, Dalian 

University of 

Technology 

TCMSP TCMSP, WES 
Gene ontology, 

KEGG 
[116] 

Systems pharmacology-

based exploration reveals 

mechanisms of anti-

steatotic effects of Jiang Zhi 

Granule on non-alcoholic 

fatty liver disease 

2018 
Yiyuan Zheng, Miao 

Wang, Peiyong Zheng, 

Xudong Tang, Guang Ji 

Shanghai University of 

Traditional Chinese 

Medicine, Xiyuan 

Hospital of China 

Academy of Chinese 

Medical Sciences 

TCMSP TCMSP 
OMIM, TTD, 

GeneCards 
[117] 

Molecular targets of 

Chinese herbs: a clinical 

study of metastatic 

colorectal cancer based on 

network pharmacology. 

2018 

Hongxu Zhu, Jian Hao, 

Yangyang Niu, Dan 

Liu, Dan Chen, 

Xiongzhi Wu 

Tianjin Medical 

University 
TCMSP TCMSP . [118] 

Screening and analysis of 

key active constituents in 

Guanxinshutong capsule 

using mass spectrum and 

integrative network 

pharmacology. 

2018 
Feng Liu, Xia Du, 

PeiRong Liu, YuHong 

Sun, YanMin Zhang 

Xian Jiaotong 

University, Shannxi 

Academy of 

Traditionnal Chinese 

Medicine, Northwest 

University 

LC-MS CSDT KEGG [119] 

Systems pharmacology 

dissection of the anti-stroke 

mechanism for the Chinese 

traditional medicine Xing-

Nao-Jing. 

2018 

Yuhua Chen, Yue Sun, 

Wende Li, Hong Wei, 

Tianlin Long, Hua Li, 

Quanhua Xu, Wei Liu 

Peihua University, 

PLA Army General 

Hospital, Shaanxi 

Fourth People's 

Hospital, Bijie First 

People's Hospital 

TCMSP TCMSP, SEA 

TTD, 

PharmGkb, 

DisGeNET, 

Gene ontology 

[120] 



A Computational Systems 

Pharmacology Approach to 

Investigate Molecular 

Mechanisms of Herbal 

Formula Tian-Ma-Gou-

Teng-Yin for Treatment of 

Alzheimer's Disease 

2018 

Tianduanyi Wang, 

Zengrui Wu, Lixia Sun, 

Weihua Li, Guixia Liu, 

Yun Tang 

East China University 

of Science and 

Technology 

TCMSP, 

TCMID, TCM 

Database@taiwa

n 

bSDTNBI 

HuGE, KEGG 

disease, OMIM, 

PharmGkb, 

KEGG, Gene 

ontology 

[121] 

A Network Pharmacology 

Analysis to Explore the 

Effect of Astragali Radix-

Radix Angelica Sinensis on 

Traumatic Brain Injury 

2018 

Genggeng Xie, Weijun 

Peng, Pengfei Li, Zian 

Xia, Yuanyuan Zhong, 

Feng He, Yimingaji 

Tulake, Dandan Feng, 

Yang Wang, Zhihua 

Xing 

Central South 

University, Xinjiang 

Production and 

Construction Corps 

Third Division 

Hospital 

TCMSP 

TCMSP, 

Literature 

mining 

KEGG, Gene 

ontology, TTD, 

OMIM 

[122] 

A network pharmacology 

approach to explore the 

mechanisms of Erxian 

decoction in polycystic 

ovary syndrome 

2018 

Lihong Liu, Bo Du, 

Haiying Zhang, Xiaofei 

Guo, Zheng Zhou, 

Aihui Xiu, Chang Liu, 

Shiyu Su, Hao Ai 

Jinzhou Medical 

University 
TCMSP STITCH 

NCBI Gene 

database, Gene 

ontology, 

KEGG 

[123] 

A New Strategy to Uncover 

the Anticancer Mechanism 

of Chinese Compound 

Formula by Integrating 

Systems Pharmacology and 

Bioinformatics 

2018 Yifei Dai, Liang Sun, 

Weijie Qiang 

China Academy of 

Chinese Medical 

Sciences, The China 

Institute for History of 

Medicine and Medical 

Literature 

TCMSP, 

TCMID, TCM 

Database@Taiw

an 

TCMSP 
KEGG, 

Drugbank 
[124] 

Integrating Network 

Pharmacology and 

Metabolomics Study on 

Anti-rheumatic 

Mechanisms and 

Antagonistic Effects 

2018 

Jian Zuo, Xin Wang, 

Yang Liu, Jing Ye, 

Qingfei Liu, Yan Li, 

Shao Li 

Wannan Medical 

College, Tsinghua 

University 

Literature 

mining 
drugCIPHER 

Gene ontology, 

KEGG 
[125] 



Against Methotrexate-

Induced Toxicity of Qing-

Luo-Yin 

Identification of 

Pharmacokinetic Markers 

for Guanxin Danshen Drop 

Pills in Rats by 

Combination of 

Pharmacokinetics, Systems 

Pharmacology, and 

Pharmacodynamic Assays 

2018 

Hong Yao, Xiaomei 

Huang, Yunjiao Xie, 

Xuliang Huang, Yijun 

Ruan, Xinhua Lin, 

Liying Huang, Peiying 

Shi 

Fujian Medical 

University, Fujian 

Agriculture and 

Forestry University 

HPLC PharmMapper . [126] 

Anti-inflammatory effects 

of Zhishi and Zhiqiao 

revealed by network 

pharmacology integrated 

with molecular mechanism 

and metabolomics studies 

2018 

Siyu Zhao, Zhenli Liu, 

Menglei Wang, Dan 

He, Linlin Liu, Yisong 

Shu, Zhiqian Song, Hui 

Li, Yuanyan Liu, 

Aiping Lu 

Beijing University of 

Chinese Medicine, 

China Academy of 

Chinese Medical 

Sciences, Hong Kong 

Baptist University 

RRLC-QqQ-MS 

PubChem, 

Drugbank, 

String, 

PharmMapper 

KEGG, HMDB [127] 

Bioinformatics Based 

Therapeutic Effects of 

Sinomenium Acutum 

2018 Yuyan Li, Guang 

Zheng, Liang Liu 

Macau University of 

Science and 

Technology, Shenzhen 

Traditional Chinese 

Medicine Hospital, 

Lanzhou University 

Chinese 

Pharmacopoeia, 

Chinese 

Medicine 

Dictionaries, 

Traditional 

Chinese 

Medicine 

Database 

PubChem IPA, IPKB [128] 

Effects and mechanisms of 

Danshen-Shanzha herb-

pair for atherosclerosis 

treatment using network 

pharmacology and 

2018 
Jianyong Zhang, Rixin 

Liang, Lan Wang, Bin 

Yang 

China Academy of 

Chinese Medical 

Sciences 

HPLC PharmMapper 

TTD, 

PharmGkb, 

Drugbank, 

KEGG 

[129] 



experimental 

pharmacology 

Effects of Qijian mixture on 

type 2 diabetes assessed by 

metabonomics, gut 

microbiota and network 

pharmacology 

2018 

Kuo Gao, Ran Yang, 

Jian Zhang, Zhiyong 

Wang, Caixia Jia, 

Feilong Zhang, 

Shaojing Li, Jinping 

Wang, Ghulam 

Murtaza, Hua Xie, 

Huihui Zhao, Wei 

Wang, Jianxin Chen 

Beijing University of 

Chinese Medicine, 

China Academy of 

Chinese Medical 

Sciences, FengNing 

Chinese Medicine 

Hospital 

UPLC STITCH KEGG [130] 

Integrated Network 

Pharmacology and 

Metabolomics Analysis of 

the Therapeutic Effects of 

Zi Dian Fang on Immune 

Thrombocytopenic Purpura 

2018 

Yubo Li, Yamei Li, 

Wenliang Lu, Hongbin 

Li, Yuming Wang, 

Houmin Luo, 

Yuanyuan Wu, 

Wenying Dong, Gang 

Bai, Yanjun Zhang 

Tianjin University of 

Traditional Chinese 

Medicine, Tasly 

Pharmaceutical 

Group, Nankai 

University 

UPLC PharmMapper KEGG [131] 

Integration of 

transcriptomics, 

proteomics, metabolomics 

and systems pharmacology 

data to reveal the 

therapeutic mechanism 

underlying Chinese herbal 

Bufei Yishen formula for 

the treatment of chronic 

obstructive pulmon 

2018 
Peng Zhao, Jiansheng 

Li, Liping Yang, Ya Li, 

Yange Tian, Suyun Li 

Henan University of 

Chinese Medicine 
HPLC Microarray 

KEGG, Gene 

ontology 
[132] 

Multifactorial Modes of 

Action of Arsenic Trioxide 

in Cancer Cells as Analyzed 

by Classical and Network 

2018 
Mona Dawood, Sami 

Hamdoun, Thomas 

Efferth 

Johannes Gutenberg 

University 
. Microarray IPA [133] 



Pharmacology 

Network pharmacology 

study reveals energy 

metabolism and apoptosis 

pathways-mediated 

cardioprotective effects of 

Shenqi Fuzheng 

2018 

Jie Liao, Cui Hao, 

Wenhua Huang, Xin 

Shao, Yangang Song, 

Liangfeng Liu, Ni Ai, 

Xiaohui Fan 

Zhejiang University, 

Livzon Pharmaceutical 

Group Inc. 

. Microarray KEGG [134] 

Network Pharmacology to 

Unveil the Biological Basis 

of Health-Strengthening 

Herbal Medicine in Cancer 

Treatment 

2018 

Jiahui Zheng, Min Wu, 

Haiyan Wang, Shasha 

Li, Xin Wang, Yan Li, 

Dong Wang, Shao Li 

Tsinghua University, 

Chinese Academy of 

Medical Sciences, 

Peking Union Medical 

College 

. drugCIPHER KEGG, OMIM [135] 

Network pharmacology-

based prediction of the 

active ingredients, potential 

targets, and signaling 

pathways in compound 

Lian-Ge granules for 

treatment of diabetes 

2018 
Jintao Xue, Yongli Shi, 

Chunyan Li, Huijie 

Song 

Xinxiang Medical 

University 
UPLC 

PharmMapper, 

Drugbank 

KEGG, Gene 

ontology 
[136] 

Network pharmacology-

based strategy to 

investigate 

pharmacological 

mechanisms of Zuojinwan 

for treatment of gastritis 

2018 

Guohua Yu, Wubin 

Wang, Xu Wang, Meng 

Xu, Lili Zhang, Lei 

Ding, Rui Guo, 

Yuanyuan Shi 

Beijing University of 

Chinese Medicine 
TCMSP 

TCMSP, 

STITCH 

Drugbank, 

OMIM, KEGG 
[137] 

Network Pharmacology-

Based Validation of 

Caveolin-1 as a Key 

Mediator of Ai Du Qing 

Inhibition of Drug 

2018 

Neng Wang, Bowen 

Yang, Xiaotong Zhang, 

Shengqi Wang, Yifeng 

Zheng, Xiong Li, Shan 

Liu, Hao Pan, Yingwei 

Guangzhou University 

of Chinese Medicine, 

The Second Affiliated 

Hospital of 

Guangzhou University 

TCMSP, 

TCMID 
Microarray 

Gene ontology, 

KEGG 
[138] 



Resistance in Breast Cancer Li, Zhujuan Huang, 

Fengxue Zhang, Zhiyu 

Wang 

of Chinese Medicine, 

Guangzhou University 

of Chinese Medicine 

Systems pharmacology 

approach reveals the 

antiinflammatory effects of 

Ampelopsis grossedentata 

on dextran sodium sulfate-

induced colitis 

2018 
Youlan Chen, Yali 

Zhang, Yancheng Dai, 

Zhipeng Tang 

Shanghai University of 

Traditional Chinese 

Medicine 

TCMSP TCMSP 

Genetic 

Association 

database, TTD 

[139] 

Systems Pharmacology-

Based Approach of 

Connecting Disease Genes 

in Genome-Wide 

Association Studies with 

Traditional Chinese 

Medicine 

2018 

Jihye Kim, Minjae Yoo, 

Jimin Shin, Hyunmin 

Kim, Jaewoo Kang, Aik 

Choon Tan 

University of Colorado 

Anschutz Medical 

Campus, Korea 

University 

. Microarray GWAS [140] 

Systems pharmacology-

based investigation of 

Sanwei Ganjiang 

Prescription; related 

mechanisms in liver injury 

2018 

Yunxia Luo, Xinyue 

Wang, Yujie Huang, 

Shuhuan Fang, Jun 

Wu, Yongbin Zhang, 

Tianqin Xiong, Cong 

Yang, Jiangang Shen, 

Chuanlan Sang, Qi 

Wang, Jiansong Fang 

Guangzhou University 

of Chinese Medicine, 

Sun Yat-sen 

University, The 

University of Hong 

Kong 

TCMSP bSDTNBI 
Gene ontology, 

KEGG 
[141] 

Uncovering the anticancer 

mechanism of Compound 

Kushen Injection against 

HCC by integrating 

quantitative analysis, 

network analysis and 

experimental validation 

2018 

Li Gao, Kexin Wang, 

Yuzhi Zhou, Jiansong 

Fang, Xuemei Qin, 

Guanhua Du 

Shanxi University, 

Guangzhou University 

of Chinese Medicine, 

Chinese Academy of 

Medical Sciences, 

Peking Union Medical 

College 

UPLC 
ChemMapper, 

HIT 

OncoDB.HCC, 

Liverome, 

KEGG,  

[142] 



Unveiling Active 

Constituents and Potential 

Targets Related to the 

Hematinic Effect of 

Steamed Panax 

notoginseng Using 

Network Pharmacology 

Coupled With Multivariate 

Data Analyses 

2018 

Yin Xiong, Yupiao Hu, 

Lijuan Chen, Zejun 

Zhang, Yiming Zhang, 

Ming Niu, Xiuming 

Cui 

Kunming University 

of Science and 

Technology, 302 

Military Hospital of 

China 

HPLC PharmMapper OMIM, KEGG [143] 

Discovery of the 

mechanisms and major 

bioactive compounds 

responsible for the 

protective effects of Gualou 

Xiebai Decoction on 

coronary heart disease by 

network pharmacology 

analysis. 

2018 

Chong Li, WeiYang 

Zhang, Yang Yu, 

ChunSong Cheng, 

JingYan Han, XinSheng 

Yao, Hua Zhou 

Macau University of 

Science and 

Technology, 

Guangzhou University 

of Chinese Medicine 

UPLC PharmMapper Drugbank, TTD [144] 

TCMAnalyzer: A Chemo- 

and Bioinformatics Web 

Service for Analyzing 

Traditional Chinese 

Medicine. 

2018 

Zhihong Liu, Jiewen 

Du, Xin Yan, Jiali 

Zhong, Lu Cui, Jinyuan 

Lin, Lizhu Zeng, Peng 

Ding, Chen Pin, Xinxin 

Zhou, Huihao Zhou, 

Qiong Gu, Jun Xu 

Sun Yat-sen 

University, 

Guangzhou University 

of Chinese Medicine 

Chinese 

Pharmacopoeia 
ChEMBL TTD [145] 

Uncovering the 

Mechanisms of Chinese 

Herbal Medicine 

(MaZiRenWan) for 

Functional Constipation by 

Focused Network 

2018 

Tao Huang, Ziwan 

Ning, Dongdong Hu, 

Man Zhang, Ling 

Zhao, Chengyuan Lin, 

Linda-L.D. Zhong, 

Zhijun Yang, Hongxi 

Xu, Zhaoxiang Bian 

Hong Kong Baptist 

University, Shanghai 

University of 

Traditional Chinese 

Medicine 

BindingDB MOST method Pubmed [146] 



Pharmacology Approach. 

Network pharmacology-

based identification of 

major component of 

Angelica sinensis and its 

action mechanism for the 

treatment of acute 

myocardial infarction. 

2018 

Xiaowei Niu, Jingjing 

Zhang, Jinrong Ni, 

Runqing Wang, 

Weiqiang Zhang, 

Shaobo Sun, Yu Peng, 

Ming Bai, Zheng 

Zhang 

Lanzhou University, 

Gansu University of 

Chinese Medicine 

TCMSP, TCM-

mesh, 

BATMAN-TCM 

TCMSP, TCM-

mesh, 

BATMAN-TCM 

TTD, GAD, 

PharmGkb, 

OMIM 

[147] 

 



Supplementary Table 2. Providing information and their types of methods employed in THM-NP studies  

Name 

  

Herb-Compound 

Network 

Construction 

Compound-Target Network Construction Target Interpretation 

  
Chemogenomic 

Approach 

Docking 

Simulation 

Approach 

Ligand-

Based 

Approach 

Others 
Biological 

Process 
Pathway Disease 

AlzhCPI       ○         

BATMAN-TCM ○ ○       ○ ○ ○ 

BindingDB ○               

Bio database               ○ 

bSDTNBI   ○             

CADGene               ○ 

CHDD ○               

ChEMBL         ○       

Chemistry database of 

Shanghai Institute of 

Organic Chemistry 

○               

ChemMapper       ○         

Chinese Academy of 

Science 
○               

Chinese Academy of 

Sciences Chemistry 
○               

Chinese Herbal Drug 

Database 
○               

Chinese Medicine 

Dictionaries 
○               

Chinese Natural Product 

Database 
○               

Chinese Pharmacopoeia ○               



CNKI         ○     ○ 

Comparative 

Toxicogenomics Database 
        ○       

Comprehensive natural 

products in TCM 
○               

Cross-species drug-target 

model (CSDT) 
      ○         

DisGeNET               ○ 

Dr. Duke's phytochemical 

and ethnobotanical 

database 

○               

Drugbank         ○     ○ 

drugCIPHER   ○             

FDA orange book               ○ 

GAD               ○ 

Gene ontology           ○     

GeneCards               ○ 

Genetic Association 

database 
              ○ 

GWAS               ○ 

Handbook of the Chemical 

Constutuents in Chinese 

Cerb Original Plants 

○               

HerBiomap ○               

HIT         ○     ○ 

HMDB               ○ 

HPLC ○               

HuGE               ○ 

IPA             ○   

IPKB             ○   



KEGG             ○   

KEGG disease               ○ 

Korean traditional 

knowledge portal database 
○               

LC-MS ○               

Literature mining ○       ○     ○ 

Liverome               ○ 

MalaCards               ○ 

Medchem         ○       

Medicinal Plants Database ○               

Metadrug         ○       

Microarray         ○       

Molecular docking     ○           

Molecule Annotation 

System 
          ○     

MOST method       ○         

NCBI Gene database               ○ 

NMR ○               

OMIM               ○ 

OncoDB.HCC               ○ 

Organchem ○               

PANTHER           ○     

Pharmacopoeia of the 

People's Republic of China 
○               

PharmGkb               ○ 

PharmMapper       ○         

Potential drug target 

database 
              ○ 

Potential Drug Target 

Database 
              ○ 



PubChem         ○     ○ 

PubMed         ○     ○ 

QSAR       ○         

RCSB PDB               ○ 

Reaxys ○               

RNA-seq         ○       

RRLC-QqQ-MS ○               

SciFinder ○       ○       

SEA       ○         

STITCH         ○       

String         ○       

SwissTargetPrediction       ○         

T2D@ZJU               ○ 

T2D-Db               ○ 

Tanimoto coefficient       ○         

TarNet         ○       

TCM Database@taiwan ○               

TCMGeneDIT ○       ○       

TCMID ○       ○       

TCM-ID ○               

TCM-mesh   ○           ○ 

TCMN ○               

TCM-PTD ○       ○       

TCMSP ○ ○           ○ 

T-HOD               ○ 

TimTec plant extracts 

database 
○               

Traditional Chinese 

Medicine Database 
○               



TTD         ○     ○ 

UPLC ○               

UTRI               ○ 

VIP database               ○ 

Wangfang Database               ○ 

WES       ○         
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