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Figure S1. amino acid sequence alignments of IQ domains in rice IQM protein
sequences. The multiple alignment results indicate the highly conserved IQM domains
among the eight identified rice IQM protein sequences. The IQ motif was in the red box.



valu tes Width More Submit/Download

DxW%:Séﬁ“Q FFILOYCE e o m

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn

STz LxeK FSSFLA ARV ALY 7o e 2 1

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn

n
L...Z_LJ.
——
-
=]
=
—
-
—
=
E
_—
m
-]
L —
—
x
2
-_

]

33&%@%‘!@5@5&§§TRIBRRLAD,M=VH,kwwngng.L%‘?E?stfB T R T -
« ftermes QhcralSeallTial R o018 D,,§EL9?56LE?Y¥L..B “em 1 @ 1 >
© o RatbeslOle 0 BB Es b edeentRl e 0 - 1 2
‘ %As R TEENFaEFwaF|esh: VDL era 5xpEs sew 0w 1 o

aaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa

6.2e-064 7 29 I

~
w
m—
PIm
—
0
]
w—
=
<P
<>
T
==
ro 7]
—
‘e —
=]
=
0
o =
o=
—
<
=
—
w
I

nnnnnnnnnnnnnnnnnnnnnnnnnnnnn

. 3Mh._%59..DD“e?-§E? et 4w 2
o ) s ARy o w1 o
o WESN OLIL Qe ErhASeseSONECAESD kK TIORTLSG oo = = 1 =

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn

Ls apSva ET 9.1e-004 4 28 £ -
BQA% g Y

..........................

- -
N i €
e fes

Fct!fc‘»w o

Stopped because requested number of motifs (13) found.

Figure S2: the conserved amino acid sequences and length of each motif.
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Figure S3: expression patterns of eight OsIQM genes under PEG and NaCl stress, as revealed by qRT-PCR.
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Figure S4: expression patterns of eight OsIQM genes under MeJA and ABA stress, as revealed by qRT-PCR.
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Table S1. List of the primers in this study.(qRT-PCR primers).

Name Sequences (5°-3’)
eEF-1a-F GCACGCTCTTCTTGCTTTC
eEF-1a-R AGGGAATCTTGTCAGGGTTG
OsIQM1-F GCCTGCCTAAACATCAAGTCC
OsIOM1-R CTCCTACATCCAGCCAGTAAAAG
OsIQM2-F CTTCTACTGGTTGGATGTGGGT
OsIQM2-R TGGAGTGCTGGAATGTGCC
OsIQM3-F GGCACAGAAACTCGCATTACA
OsIQM3-R CTCGCAGTGGAGCCAGGTA
OsIQM4-F ATAGTGTCTTCCAGCCCCAAAT
OsIQM4-R TCAGCGATGCAAAGTCCAAT
OsIQMS5-F CAAGAACACGAGCAGCCAAGGT
OsIOMS5-R GCAGCCAGCAGTCATAGTAGTAGT
OsIQM6-F CATTGAGAAGCCCGAAACG
OsIOMo6-R TCACCAACATCCAACCAGTAGA
OsIQM7-F TGTCGTACAGCACCATCTCCTTCC
OsIOM7-R ACCCTGCCTTGGCGTCTCTTGAT
OsIQMS-F CCTCCTCCCTCCACCTTAAAC
OsIOM8-R ATCCAACGCTTGCCACCAG
Vector construction primers
Name Sequences (5°-3’)

Y2HOsIOQMI-F CAGTGAATTCCACCCGATGACTCTGCGGCCACTCAAC
Y2HOsIOMI-R  TATCGATGCCCACCCTCACTTCCCAAGCTTTGGGAGTGT
Y2HOsIOM2-F CAGTGAATTCCACCCGATGGGCCTGTCAATCTCATAC
Y2HOsIQM2-R TATCGATGCCCACCCTCATTAGGCTGCACCGTGCTGC
Y2HOsIQM3-F  CAGTGAATTCCACCCGATGGGCGTCCTCTTCTCGTG
Y2HOsIQM3-R  TATCGATGCCCACCCTCAGTCAGCCGCAGCGACGGT
Y2HOsIQM4-F CAGTGAATTCCACCCGATGGGATTGCATCAGCATGC
Y2HOsIQM4-R  TATCGATGCCCACCCTCACTGCAATCTGCTCCTCTTG
Y2HOsIOQM5-F CAGTGAATTCCACCCGATGGGGGTGCTCTTCTCGTG
Y2HOsIOQM5-R  TATCGATGCCCACCCTCACCTGATCAGCACTCCCTGCTG




Y2HOsIQM6-F
Y2HOsIQM6-R
Y2HOsIQM7-F
Y2HOsIQM7-R
Y2HOsIQMS-F
Y2HOsIQMS-R
Y2HOsCaM1-F
Y2HOsCaM1-R
OsIQM1GFP-F
OsIOM1GFP-R
OsIQM2GFP-F
OsIOM2GFP-R
OsIOM3GFP-F
OsIOM3GFP-R
OsIQM4GFP-F
OsIOM4GFP-R
OsIOM5GFP-F
OsIOM5GFP-R
OsIQM6GFP-F
OsIOM6GFP-R
OsIQM7GFP-F
OsIOM7GFP-R
OsIQMS8GFP-F
OsIOMS8GFP-R

CAGTGAATTCCACCCGATGGGGCTGTCAATCTCAT
TATCGATGCCCACCCTCATTAGAAAGCAGTCCAAGT
CAGTGAATTCCACCCGATGGCGGTGGCGACGGCG
TATCGATGCCCACCCTTAGATACTCGTTGCCGGTTCT
CAGTGAATTCCACCCGATGGGGGTGGACGCTGCT
TATCGATGCCCACCCCTAACTTGGCTGGGGCAGTGAAG
CAGTGAATTCCACCCGATGGCGGACCAGCTCACC
TATCGATGCCCACCCTCACTTGGCCATCATGACC
GAGCTGCAGAAGCTTACTAGTATGACTCTGCGGCCACTCA
TCCACTTCCACCTCCGGTACCCTTCCCAAGCTTTGGGAGTGT
GAGCTGCAGAAGCTTACTAGTATGGGCCTGTCAATCTCATAC
TCCACTTCCACCTCCGGTACCTTAGGCTGCACCGTGCTGC
GAGCTGCAGAAGCTTACTAGTATGGGCGTCCTCTTCTCGTG
TCCACTTCCACCTCCGGTACCGTCAGCCGCAGCGACGGT
GAGCTGCAGAAGCTTACTAGTATGGGATTGCATCAGCATGC
TCCACTTCCACCTCCGGTACCCTGCAATCTGCTCCTCTTG
GAGCTGCAGAAGCTTACTAGTATGGGGGTGCTCTTCTCGTG
TCCACTTCCACCTCCGGTACCCCTGATCAGCACTCCCTGCTG
GAGCTGCAGAAGCTTACTAGTATGGGGCTGTCAATCTCAT
TCCACTTCCACCTCCGGTACCTTAGAAAGCAGTCCAAGT
GAGCTGCAGAAGCTTACTAGTATGGCGGTGGCGACGGCG
TCCACTTCCACCTCCGGTACCGATACTCGTTGCCGGTTCTAACTT
GAGCTGCAGAAGCTTACTAGTATGGGGGTGGACGCTGCT
TCCACTTCCACCTCCGGTACCACTTGGCTGGGGCAGTGAAG




