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Supplementary Figure S1. Molecular ion peaks and mass spectra of surfactin of Bs
KB21. (A) ESI-MS full scan MS (+) m/z corresponding to surfactin (B) Mass spectra
corresponding to the peak m/z 1036.3 of surfactin (C) LC-MS/MS MRM
chromatogram of surfactin standard at 0.05 mg/L (Retention time: 17.74 min) (D)
Mass spectrum of surfactin (quantification ion: m/z 86.1 and qualification ion: m/z

685.1).
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Supplementary Figure S2. Molecular ion peaks and mass spectra of iturin of Bs KB21.
(A) ESI-MS full scan MS (+) m/z corresponding to iturin (B) Mass spectra
corresponding to the peak m/z 1043.1 of iturin (C) LC-MS/MS MRM chromatogram of
iturin A standard at 5 mg/L (Retention time: 10.44 min) (D) Mass spectrum of iturin

(quantification ion: m/z 70.2 and qualification ion: m/z 184.2)
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Supplementary Figure S3. Molecular ion peaks and mass spectra of fengycin of Bs
KB21. (A) ESI-MS full scan MS (+) m/z corresponding to fengycin (B) Mass spectra
corresponding to the peak m/z 1464.4 of fengycin (C) LC-MS/MS MRM
chromatogram of fengycin standard at 5 mg/L (Retention time: 14.15 min) (D) Mass

spectrum of fengycin (quantification ion: m/z 70.2 and qualification ion: m/z 84.2)



Supplementary Table S1

MRM transition parameters of analytes in LC-MS/MS

Compound Precursorion Product ion DPb EP©) CE9 lonization
P (miz) (miz) V) V) V) mode
70.12 161.0 6.0 177.0 .
lturin A 1043.47 F’Ezll'tl;e
183.9 161.0 14.0 107.0
86.02 196.0 6.0 119.0 -
Surfactin 1036.59 F’Ezll'ﬂ;/)e
685.5 196.0 14.0 45.0
701 121.0 6.0 133.0 -
Fengycin 732.26 P;gl'u;e
84.0 121.0 14.0 121.0

aQuantitation ion, P)Declustering potential, ®Entrance potential, 9Collision energy

¢)Electrospray ionization.



