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Abstract: The response of coastal wetlands to sea-level rise (SLR) largely depends on the tolerance of
individual plant species to inundation stress and, in brackish and freshwater wetlands, exposure to
higher salinities. Phragmites australis is a cosmopolitan wetland reed that grows in saline to freshwater
marshes. P. australis has many genetically distinct haplotypes, some of which are invasive and
the focus of considerable research and management. However, the relative response of P. australis
haplotypes to SLR is not well known, despite the importance of predicting future distribution changes
and understanding its role in marsh response and resilience to SLR. Here, we use a marsh organ
experiment to test how factors associated with sea level rise—inundation and seawater exposure—
affect the porewater chemistry and growth response of three P. australis haplotypes along the northern
Gulf of Mexico coast. We planted three P. australis lineages (Delta, European, and Gulf) into marsh
organs at five different elevations in channels at two locations, representing a low (Mississippi River
Birdsfoot delta; 0–13 ppt) and high exposure to salinity (Mermentau basin; 6–18 ppt) for two growing
seasons. Haplotypes responded differently to flooding and site conditions; the Delta haplotype was
more resilient to high salinity, while the Gulf type was less susceptible to flood stress in the freshwater
site. Survivorship across haplotypes after two growing seasons was 42% lower at the brackish site
than at the freshwater site, associated with high salinity and sulfide concentrations. Flooding greater
than 19% of the time led to lower survival across both sites linked to high concentrations of acetic
acid in the porewater. Increased flood duration was negatively correlated with live aboveground
biomass in the high-salinity site (χ2 = 10.37, p = 0.001), while no such relationship was detected in the
low-salinity site, indicating that flood tolerance is greater under freshwater conditions. These results
show that the vulnerability of all haplotypes of P. australis to rising sea levels depends on exposure to
saline water and that a combination of flooding and salinity may help control invasive haplotypes.

Keywords: sea-level rise; dieback; stress; wetlands; invasion; restoration; habitat loss; ecosystem
services

1. Introduction

Climate change can cause an increase in plant stressors through drought, sea-level rise,
and biotic invasions, which, in some cases, can lead to extensive vegetation mortality and
ecosystem collapse [1,2]. Coastal wetlands are particularly vulnerable to climate-related
changes such as sea-level rise (SLR), saltwater intrusion, and drought [3], all of which are
projected to increase in the future [4,5]. Vegetation plays a key role in coastal wetland
resilience to SLR by contributing organic matter and trapping sediment, which increases
surface elevation as flooding increases [6–8]. Thus, wetland ecosystem vulnerability to SLR
largely depends on the tolerance and response of plants to inundation and salinity.

Phragmites australis (Cav.) Trin. Ex Steaud is a genetically diverse perennial grass
species that grows in fresh and brackish marshes globally [9,10]. P. australis has many
distinct haplotypes, which differ genetically, morphologically, and ecologically [11,12].
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Some P. australis haplotypes are aggressive invaders such as the European haplotype,
which competes with a native haplotype along the Atlantic coast and the Great Lakes
of North America and reduces wetland biodiversity by displacing other native plant
species [10,13]. Along the northern Gulf of Mexico coast, three of the most common
P. australis haplotype lineages are Delta (haplotype M1), Gulf (also known as Land type,
haplotype I2, or Phragmites australis ssp. berlandieri E Fourn.), and European (EU, haplotype
M) [14,15]. The Delta type is the most widespread and common in low-elevation marshes
while the Gulf type occurs slightly landward along channel banks and ditches. Both Delta
and Gulf types are considered to be naturalized [16]. The invasive EU type is rare along
the coast, occurring only in the Mississippi River ‘Birdsfoot’ Delta and in patches amongst
the Delta type. This genetic diversity is relevant to the plant’s response to sea-level rise, as
the different P. australis lineages partition niches across marsh types and exhibit varying
tolerance to stressors such as salinity [17,18]. Yet, it is unknown whether these niche
preferences translate to varying responses to SLR.

Wetland plants are generally adapted to flooded conditions; however, SLR can in-
duce stress by increasing the amount of time the plants experience anoxic conditions. In
particular, a lack of oxygen in marsh soils contributes to the buildup of toxic sulfides and
volatile fatty acids in the porewater, which can cause a reduction in growth and mortality
at high concentrations [19–21]. Marsh organ studies are valuable for testing how rising
sea levels impact plant performance [22–24]. Spartina alterniflora Loisel. biomass exhibits
a parabolic relationship with flooding, with the highest productivity at a moderate level
of inundation in North Inlet, South Carolina [22,25]. However, along the northern Gulf of
Mexico coast, the productivity of S. alterniflora declined with an increase in flooding [22],
these divergent responses are likely associated with a lower tidal range on the Gulf Coast.
For brackish species such as Spartina patens (Ait.) Muhl., flood stress compounds salinity
stress such that greater flood duration more dramatically reduces plant growth under
higher salt concentrations [22]. Using marsh organs to explore P. australis response to SLR
is crucial, as P. australis occurs across much of the high marsh along the US Atlantic and
Gulf Coasts and has been shown to play an important role in salt marsh transgression [26].
In particular, P. australis inhibits the landward expansion of salt marsh under low-salinity
conditions, while high salinities significantly favor the growth of salt marsh grasses over
that of P. australis [26]. While in many areas, land managers are interested in the conditions
to control or eliminate its spread, P. australis is valued in the Mississippi River Birdsfoot
Delta, where rates of relative SLR are extremely high for its ability to stabilize marshes, trap
mineral sediment, and build marsh elevation through organic accretion [27,28]. However,
P. australis in the Birdsfoot Delta has recently been experiencing dieback, similar to that
documented in Europe and elsewhere [29,30], and many factors have been suggested as the
cause, notably, herbivory damage and salinity pulses [31]. Thus, testing the response of P.
australis to increasing inundation and salinity will inform the response to SLR, management
of invasive haplotypes, as well as potential causes of dieback.

To investigate the effect of sea-level rise and seawater exposure on P. australis haplo-
types, we employed a marsh organ mesocosm study at two locations along the Louisiana
coastal plain. We hypothesize that (1) increased inundation time and the associated accu-
mulation of soil phytotoxins (e.g., volatile fatty acids, sulfides) reduces P. australis growth
and survival; (2) negative responses to flooding and phytotoxins are exacerbated in high-
salinity conditions compared to low-salinity conditions; and (3) P. australis lineages differ
in response to sea-level rise-associated abiotic stressors.

2. Results
2.1. Site Differences and Correlations across Abiotic Factors

The percent time flooded of each marsh organ elevation level differed slightly from the
original targets due to annual variations in water levels. Nonetheless, the pipe elevations
captured a wide range of potential flooding durations (3.5–100% in MRD and 3–100%
flooded in Rockefeller; Figure 1). Water levels were lower and salinity concentrations
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were generally much greater in Rockefeller throughout the study duration, as expected
(Figure 2).
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Figure 1. Marsh organ percent time flooded, and water depth across both sites. Differences in percent
time flooded between sites were due to the influence of river (MRD) versus coastal bay with limited
exchange (Rockefeller) hydrodynamics.

At the end of the first growing season, acetic acid concentration was greater in treat-
ments with more flooding at both sites (χ2 = 5.18, p = 0.02; Figure 3b). Porewater sulfide
concentration was significantly higher at the end of the second growing season than after
the first growing season at both sites (MRD p = 0.01, Rockefeller p = 0.003). Sulfide con-
centration in Year 1 was similar between sites but, in Year 2, it was significantly greater
in Rockefeller (2190.61 ± 327.86 µmol/L) than MRD (555.50 ± 148.82 µmol/L; χ2 = 15.95,
p < 0.0001; Figure 4). Porewater sulfide concentration was high in all but the highest
elevation treatment in Rockefeller and significantly increased with greater time flooded in
the MRD in Year 2 (χ2 = 5.64, p = 0.018 Figure 3). Redox potential was lower in Rockefeller
than MRD (χ2 = 4.56, p = 0.033), and was negatively associated with flood duration across
sites (χ2 = 6.64, p = 0.01; Figure 5).
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Figure 2. Flooding and salinity levels in each site during the marsh organ study period in the
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due to errors with the Coastwide Reference Monitoring System data loggers.
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Figure 3. (a) Logistic regression results showing how acetic acid concentration predicts the probability
of survival on Phragmites australis in the marsh organs from both the Mississippi River Delta (red
circles) and Rockefeller Wildlife Refuge (blue triangles); (b) scatterplot displaying the relationship
between percent time flooded and porewater acetic acid concentration in the first growing season.
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Figure 4. Boxplots displaying the first growing season (a,b) and second growing season (c,d) relation-
ship between percent time flooded and porewater sulfide concentration in the experimental marsh
organs placed in the MRD and in Rockefeller Wildlife Refuge.
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Figure 5. Boxplots displaying the relationship between percent time flooding and redox potential
recorded at the end of the second growing season in the Mississippi River Delta (a) and Rockefeller
Wildlife Refuge (b).
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2.2. Plant Survival

During the first growing season, Phragmites haplotypes significantly differed in
survival percentage (EU: 68%, Delta: 74%, Gulf: 78%; χ2: 11.95, p = 0.0025). Furthermore,
there was a significant interaction between the site and flooding level, such that flood stress
led to much greater mortality in the high-salinity site compared to the fresh site (χ2: 135.76,
p < 0.001; Figure 6a,b).
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Figure 6. Phragmites transplant survivorship following the first (a,b) and second (c,d) growing season
in the marsh organs at the Mississippi River Delta (MRD; a,c), and Rockefeller Wildlife Refuge (b,d).

At the end of the second growing season, site and haplotype had a significant interac-
tion in predicting survival, such that EU and Gulf haplotypes survived better in the fresh
MRD site compared to Rockefeller (Chisq: 11.57, p = 0.0031; Figure 6c,d). During year two
in the MRD, the Delta haplotype had the lowest average survivability at 46%, followed by
EU at 60% and Gulf at 72%, while in Rockefeller, Delta had the highest survival at 26%,
followed by EU at 16% and Gulf at 10%. Moreover, flooding duration and lineage had a
significant interaction during the second growing season (χ2 = 6.73, p = 0.035). While Phrag-
mites' survival generally declined with increased flooding, some haplotypes had a sharper
decline than others (Figure 6c,d). Survivorship was greater in MRD than Rockefeller in
both growing seasons (Year 1: χ2 = 38.15, p < 0.001; Year 2: χ2 = 25.18, p < 0.0001; Figure 5).

Phragmites mortality was related to high acetic acid concentration in the first growing
season across both sites (χ2 = 12.10, p < 0.001; Figure 3a). Phragmites mortality was not
associated with other volatile fatty acids (propionic, isobutyric, butyric, isovaleric, valeric,
isocaproic, caproic, and heptanoic acid). Redox potential and sulfide concentration also
were not significant predictors of mortality.

2.3. Aboveground Biomass

Across both sites, aboveground biomass differed between lineage depending on
flooding (χ2 = 7.5447, p = 0.024), while no other interaction was significant. This is evident
in that the Gulf haplotype had a more positive response to flooding than other haplotypes
(Figure 7e,f). Aboveground biomass was also significantly greater in the freshwater site
than in the high-salinity site (χ2 = 12.36, p < 0.0005).
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Figure 7. Plots displaying the relationships between percent time flooded and either aboveground
or belowground biomass. Plots (a,b) show results from Delta Phragmites, plots (c,d) show European
Phragmites, and (e,f) display Gulf Phragmites. The Mississippi River Delta data is represented by red
circles, while Rockefeller Wildlife Refuge is represented by blue triangles.

Sulfide concentration (χ2 = 11.44, p = 0.0007), percent time flooding (χ2 = 10.37,
p = 0.001), and the interaction between the two (χ2 = 10.01, p = 0.002) negatively affected
aboveground biomass in RWR, while redox potential had no such relationship. Of the
plants sampled for sulfides in Rockefeller, only two had live aboveground biomass. Of
those two, the plant with 148 µmol/L of sulfide was in the 1% flooding treatment, and the
plant with 2598 µmol/L was flooded 81% of the time (Figure 8). Aboveground biomass
also significantly differed across plant lineages in Rockefeller: Delta produced the most
(2.66 g + 0.84), then Gulf type (1.07 g ± 0.69), and EU produced the least (0.68 g ± 0.34;
χ2 = 9.80, p = 0.007; Figure 7). Aboveground biomass of Delta type was negatively re-
lated to percent time flooding (χ2 = 10.42, p < 0.01) and porewater sulfide concentration
(χ2 = 13.16, p < 0.001), while aboveground biomass of Gulf and EU was not (Figure 7).
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Figure 8. Scatterplots displaying the relationship between sulfide concentration and biomass (g),
separated into above (a) and belowground biomass (b).

In the MRD, live aboveground biomass was greatest for Gulf type (49.58 g ± 9.11
SE), followed by EU (21.58 g ± 5.63) and Delta type (14.69 g ± 3.50; χ2 = 9.0882, df = 2,
p = 0.01). Aboveground biomass was not related to the percent time flooded, porewater
sulfide concentration, or redox potential in the MRD.

2.4. Belowground Biomass

Site and lineage had an interactive effect on belowground biomass, with the Delta
haplotype producing the most biomass in the saline site Rockefeller, but the least amount
in the MRD (Figure 6b; χ2 = 6.4643, p = 0.039). In the MRD, the Gulf haplotype produced
the most belowground biomass (54.23 g ± 8.16), followed by EU (34.93 g ± 9.67) and Delta
(26.64 g ± 4.64). In Rockefeller, Delta produced the most average belowground biomass
(6.45 g + 1.76), followed by Gulf haplotype (2.54 g + 1.06), and then EU (1.49 g ± 1.12).
Percent time flooded was also negatively associated with belowground biomass across
both sites (χ2 = 9.079, p = 0.0026).

Belowground biomass in Rockefeller was not associated with flooding or sulfides.
Live belowground biomass in the MRD significantly declined with increasing porewater
sulfide (χ2 = 4.98, p = 0.03, Figure 8b), and exhibited a nonsignificant trend to decline
with increasing flood levels (χ2 = 3.68, p = 0.055). Soil redox potential had no influence on
aboveground and belowground biomass accumulation across both sites.

3. Discussion

Our findings illustrate how the stress response to sea-level rise of an important wetland
plant species differs dramatically depending on plant haplotype and ecological context.
P. australis growth varied widely between saline and, such that survival and biomass
accumulation were, on average, 42% and 1157% higher, respectively, in the fresh site.
P. australis was also susceptible to flood stress, exhibiting consistently lower survivorship
in heavily flooded treatments (Figure 6), while drought stress was not apparent in the high-
elevation treatments, even in the saline site (but compared to drought stress found by [32]).
This contrasts with a marsh organ study of an invasive, potentially more flood-tolerant
freshwater species, Colocasia esculenta L. Schott, which found a positive relationship between
aboveground biomass and flood duration [33,34]. Porewater phytotoxins such as sulfide
and acetic acid, associated with salinity and anaerobic conditions from flooding, further
contribute to sea-level rise-associated stress, including reduced growth and mortality in
P. australis (Figures 3 and 8; Refs. [35,36]). Ultimately, such dieback conditions in fresh
and brackish marshes may be repopulated by salt marsh species if propagule sources are
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nearby [37]. Our work contributes to a growing body of research demonstrating how
coastal freshwater and brackish wetland plant stress will be exacerbated by projected future
sea-level rise, and the combined effects of increased flooding and salinity [38,39].

3.1. Phragmites australis Lineages

The three dominant P. australis lineages of the northern Gulf of Mexico coast exhibited
similarly reduced survival in response to increased flooding. However, different haplotypes
displayed divergent mortality trends; the Delta haplotype had the highest survivorship after
two years in the saline site, yet the lowest survival in the fresh site (Figure 6). While Delta
is the dominant P. australis haplotype across the Gulf Coast and in the natural marshes
of the fresh MRD site, it may have suffered more in the marsh organs at the fresh site
due to lack of clonal integration from a preexisting dense rhizome network [40]. Delta
P. australis was the only haplotype with any surviving individuals in the three low-elevation
treatments of Rockefeller Wildlife Refuge after two growing seasons, suggesting that the
Delta haplotype is the most robust to coincident flooding and salt stress and that it is the
haplotype most amenable to restoration following dieback (also supported by [41]). This
is promising since Delta is the most widespread P. australis lineage in the MRD [16,42].
Additionally, the Gulf haplotype exhibited a distinctly less negative response to flooding in
its aboveground biomass compared to other haplotypes (Figure 2).

3.2. Response to Abiotic Stress

Flood stress response was more extreme in the saline site (Figure 6), similar to find-
ings for a more salt-tolerant marsh species, Spartina patens [22], as well as fresh marsh
species [39]. Salinity concentrations of 20 ppt can induce stress in all P. australis lineages
and are deadly to Gulf P. australis, while concentrations of 30 ppt result in mortality for
Delta and EU P. australis [18]. Our marsh organ study demonstrates how multiple abiotic
stressors—salinity and flooding associated with sea-level rise—work together to contribute
to marsh plant mortality. Sea-level rise-associated flooding often induces stress in wetland
plants by reducing available oxygen in the rhizosphere and lowering the porewater redox
potential [43], which in turn can influence anaerobic respiring bacteria to produce phy-
totoxins such as sulfides and volatile fatty acids by metabolizing dead plant matter [44].
Previous researchers found that flooding negatively impacts P. australis growth vigor [45],
while our results show distinct negative effects of flooding on P. australis survival, yet
not necessarily on biomass accumulation. P. australis’ general linear decline in survival
with increasing flooding contrasts with the parabolic response of biomass accumulation in
another fresh–brackish marsh species, Schoenoplectus americanus (Pers.) Volk. ex Schinz & R.
Keller [24]. Overall, the poor survivorship and biomass production in the saline site can be
attributed to the compounding negative effects of anaerobic conditions, high sulfides [46],
and high salinity [18,47]. This is especially evident in the low-elevation treatments simulat-
ing high levels of sea-level rise in the saline site, where we observed very low survival and
biomass production (Figures 6 and 7) as all these stressors were simultaneously exerting
their influence on the plants (Figures 3b and 4).

Acetic acid porewater concentration increased with greater flooding across both sites
and higher acetic acid concentration was associated with a greater probability of mortality
(Figure 3), suggesting that acetic acid buildup is one of the mechanisms by which increased
flooding contributes to P. australis dieback, even under low-salinity conditions. Volatile
fatty acids such as acetic acid are potent phytotoxins that accumulate in marsh soils due
to anaerobic fermentation of dead plant material [48] and have been linked to Phragmites
australis dieback in central European wetlands [49]. Although this trend was detected
in our study, volatile fatty acids will likely accumulate more in fresh marshes due to
faster decomposition of cellulose compared to marshes with strong seawater influence [50].
P. australis in the marsh organs had much higher porewater acetic acid concentrations
than those sourced from healthy and damaged P. australis stands in Europe (6.3 and
24.3 ppm, respectively; Ref. [49]), and those used to induce dieback conditions in a labora-
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tory (100 ppm; Ref. [35]). Other volatile fatty acids, such as heptanoic and butyric acid, were
not significant predictors of P. australis mortality in the marsh organs; thus, we agree with
Kovacs et al. (1989), who posit that acetic acid is the most harmful volatile fatty acid for
Phragmites. However, larger molecular weight VFAs are considered more harmful to plants
in general [51]. Wetland soils high in calcium may help to protect against acetic acid toxicity,
as calcium carbonate can neutralize harmful acetic acid, and calcium ions can chelate the
organic acids [52]. Porewater nutrient analysis showed calcium levels were generally lower
in the most flooded treatments (Figure S1), indicating potential depletion from chelating
the acetic acid. This suggests that in situ calcium levels in Phragmites marshes are not high
enough to substantially ameliorate the negative effects of acetic acid buildup.

We found strong evidence that porewater sulfides contribute significantly to plant
stress in both low-salinity and high-salinity conditions (Figure 8), and are especially preva-
lent in high-salinity Phragmites rhizospheres (Figure 4). Hydrogen sulfide is another strong
phytotoxin prominently associated with wetland plant stress and dieback [35,53]. Sulfide
toxins are usually associated with saltwater intrusion into coastal marshes [54], and our
marsh organ experiment showed dramatically higher sulfide concentrations in the saline
site compared to the fresh site, likely a contributing factor to the vastly reduced survival
in the saline site. Belowground biomass decreased with an increase in porewater sulfide
concentration in the freshwater site, and aboveground biomass similarly decreased in
Rockefeller (Figure 8), demonstrating that sulfide can negatively impact plants in coastal
environments, even with lower levels of salt-water intrusion. The sulfide concentrations
detected in marsh organs were much higher than those found in natural Phragmites stands
in the Mississippi River Delta (~145 µmol/L [55]). Aeration of the rhizosphere through
exposure of the sediment to oxygen can relieve sulfide toxicity by oxidizing the compound
to non-toxic sulfate, and the marsh organ pipes may have prevented rhizosphere aeration,
leading to the observed high sulfide levels. Regardless of inflated sulfide levels in the marsh
organs, this illustrates how sea-level rise will continue to harm wetland plants—through
increased periods of inundation with less chance for sulfide oxidation and neutralization.
Additionally, soils high in iron may mitigate sulfide toxicity by iron binding to the sulfur
and precipitating iron sulfide [56–58]. Iron levels in the most flooded treatment of Rocke-
feller were extremely low, indicating that all the available iron may have already bound to
the accumulating sulfide in the high flooding, high-salinity treatment (Figure S1).

Sulfide reached a clear concentration threshold past which none of the experimental
plants survived (Evident in Figure 8, around 3800 µmol/L of sulfide), while most plants
did not survive concentrations greater than 1000 µmol/L. Thus, while our statistical tests
did not reveal a significant impact of sulfide concentration on survival probability, it does
appear that the two are related. Previous research shows that in natural marsh conditions,
porewater sulfide concentrations greater than 400 µmol/L are associated with reduced
growth resulting in shorter Phragmites shoots [59].

Sulfide concentration increased substantially from the first to the second growing
season, coinciding with a decrease in survival. During the first growing season, sulfide
concentration was relatively low and did not differ significantly between the high-salinity
Rockefeller site and the low-salinity MRD site (Figure 4). By year two, sulfide concentra-
tions were much higher in the saline site, coincident with greatly reduced survivorship
and biomass (Figure 8). Sulfides are produced by rhizosphere bacteria under anaerobic
conditions [56], and such production may be accelerated by the death and decay of the
plant’s roots or through eutrophication and organic loading [30]. We posit that Phragmites
dieback can operate as a feedback loop, such that increased stress leads to root and rhizome
death, which then act as a substrate for bacteria to anaerobically produce toxins such as
sulfides and volatile fatty acids that continue to harm the plant [60]. If sea-level rise leads to
coastal wetlands experiencing longer periods of continuous inundation, the resultant anaer-
obic soil environments and associated sulfide accumulation will be severely detrimental to
marsh plants, possibly leading to dieback.
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3.3. Management Implications

In demonstrating abiotic stressors of Phragmites related to sea-level rise, our study
also provides clues for managing invasive Phragmites in areas where the plant is unwanted.
We highlight here the role that inundation plays in Phragmites stress and mortality, which
matches with evidence suggesting that mowing and flooding are viable for controlling the
spread of the plant [45,61]. Phragmites occurring at the upland fringes of salt marshes will
be more vulnerable to increased flooding with SLR than those occurring in lower salinity
marshes. We also suggest that stress from future sea-level rise could inhibit Phragmites’
growth in regions where it is considered invasive, instead favoring the growth of more
salinity- and sulfide-tolerant species such as Spartina alterniflora [62]. Combined with our
findings detailing the stress-inducing effects of sulfide and acetic acid, this suggests the
possibility of managing Phragmites invasion using more eco-friendly methods as opposed
to herbicides, which can have deleterious non-target toxic effects in wetlands [63,64]. On
the other hand, if not replaced by another species of marsh grass, sea-level rise-associated
extirpation of P. australis will also deprive coastal wetlands of important ecosystem services
such as a high accretion rate, which could lead to marsh loss [28].

4. Materials and Methods
4.1. Study Locations

Two P. australis-dominated marsh sites along the Gulf Coast of Louisiana that differ in
seawater exposure—Rockefeller Wildlife Refuge (RWR) located in the Mermentau basin
along the southwest coast of Louisiana representing the brackish site, and the Delta National
Wildlife Refuge located in the lower Mississippi River Delta (also known as Birdsfoot delta,
hereafter MRD) along the southeast coast of Louisiana—were selected as study locations.
RWR has no freshwater riverine influence, and recent storm events such as Hurricane
Laura (2020) have increased the salinity in the area; during our study, the salinity at RWR
averaged 17.6 ± 0.2 (SE) ppt. On the other hand, the MRD consists of mostly fresh marshes
due to the abundance of freshwater delivered by the Mississippi River. Due to relatively
predictable seasonal river discharge, coastal set-up, and frequency of tropical cyclones,
salinity in the MRD tends to be lower in the spring and higher in the late summer through
fall. Over the course of this study, the salinity at the MRD site averaged 1.6 ± 0.04 ppt.
Both sites are dominated by the Delta haplotype of Phragmites australis.

At least four morphologically distinct P. australis lineages coexist in marshes along the
Louisiana Gulf Coast, three of which are the focus of our study. Gulf haplotype P. australis
is seldom found in low-lying coastal marshes, yet is widespread along roadside ditches
and canal banks inland. Delta is the most widespread Phragmites haplotype in Louisiana
and is abundant in fresh to brackish marshes. European Phragmites are relatively rare in the
MRD, only found in the MRD at slightly higher elevations than the Delta haplotype [55].

4.2. Plant Collection

We collected 50 cuttings of Gulf and Delta varieties from the sea-water-exposed sites
(RWR) and 50 cuttings of Gulf, Delta, and EU varieties from the low-salinity site (MRD)
between February and April 2021, for a total of 250 plants. We excavated stem base and
rhizome clumps, clipped the live and dead stems to ~1 m, and then divided them into
approximately equal sections with ~5” of live intact rhizome material to form similar-sized
replicates. We planted each cutting into a 6” diameter plastic pot using soil collected from a
delta haplotype P. australis stand near Venice, LA. Voucher specimens from each Phragmites
australis haplotype used in this experiment are deposited in the Shirley C. Tucker Herbarium
at Louisiana State University as accession numbers LSU00218181 (EU), LSU00218183 (Gulf),
and LSU00218185 (Delta).

4.3. Experimental Design and Marsh Organs

Five marsh organs consisting of five rows of five 15 cm diameter PVC pipes were
placed in each site. To calculate the desired height of each PVC pipe for each marsh organ,
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we used site-specific hydrologic data close to the study locations for the 2014–2019 growing
seasons (1 March–31 October) using the Coastwide Reference Monitoring System (CRMS)
sites 4448 and 0615 for the MRD and RWR, respectively. Information on the CRMS stations
can be found at https://www.lacoast.gov/crms/FAQ.aspx (accessed on 20 July 2023).
We sorted the water levels into quantiles of 0.95, 0.85, 0.60, 0.30, and 0.10, representing
elevations inundated 5%, 15%, 40%, 70%, and 90% of the time, respectively. PVC pipes were
cut to respective lengths for each inundation level including extra length for anchoring
into the sediment. Then, we bolted pipes together in rows of equal height and columns of
increasing height.

To install the marsh organs in the field, we placed the tallest pipes (lowest inundation
level) oriented north to avoid shading the plants in the smaller pipes [22]. In the field at
both RWR and MRD, we placed the marsh organs into the sediment and used a real-time
kinematic GPS to determine the specific elevations to place the pipes (Leica CS30, Leica
Geosystems, Heerbrugg, Switzerland). Pipes were then filled with root-free sediment
collected from adjacent delta haplotype P. australis patches. Thus, marsh organs had
local soil from respective sites. Each pipe was planted with a P. australis plant growing
in a 6′′ diameter pot with each row receiving one of each haplotype/source location
combination (i.e., Delta-type Phragmites from the MRD), planted in random order. We
planted experimental plants into the marsh organs at Rockefeller on 14 May 2021 and at
the MRD on 3 June 2021.

4.4. Measurements
4.4.1. Flooding Dynamics

To determine the percent time flooded of each elevation treatment in the marsh organs
over the study period, we used an RTK GPS (Leica CS30 and Viva GS14, Leica Geosystems,
St. Gallen, Switzerland) to determine the elevation relative to NAVD88. Daily mean
water levels at each CRMS station nearest to the marsh organs were used to calculate the
percentage of time inundated and mean water depth for each row.

4.4.2. Porewater Chemistry and Redox Potential

In total, 5 porewater samples were collected (1 from each elevation) 20 cm below the
soil surface from each of the five organs, for 25 porewater samples at each site. At the two
highest elevations in the MRD organs, the soil was too dry, so porewater samples were
collected from a 50 cm depth. Porewater was stored on ice until it was placed in the freezer
(nutrient and VFA samples) or fridge (sulfide samples). We collected porewater during
the survivorship assessment in September–October 2021 (~4 months after the start of the
experiment) and prior to the biomass harvesting in August–October 2022 (~1.25 years after
the start of the study). Because we were only able to collect porewater from a subset of
marsh organ wells, we were not able to detect differences in porewater phytotoxins among
haplotypes. Redox potential was measured at the end of the second growing season prior
to harvesting the plants at a 20 cm soil depth using a field redox probe. Field electrodes
consisted of a Pt electrode attached to the positive end of a high resistance meter and a
reference Ag-AgCl electrode attached to the negative end of the meter [65]. The electrodes
were allowed to equilibrate for several minutes before redox potential was recorded.

We analyzed porewater nutrient content (phosphate-P, nitrate + nitrite-N, ammonium-
N, Ca, Fe, S, K, Mg, Mn, Na, Si, and SO4) using a SEAL AA-500 (SEAL Analytical, Mequon,
WI, USA) autoanalyzer and metal content using Varian Vista MPX ICP-OES (Varian Inc.,
Palo Alto, CA, USA). To measure concentrations of volatile organic acids, we ran 8 mL
of filtered porewater on a microFAST gas chromatograph (ASI Inc., Baton Rouge, LA,
USA [66]), and compared it to a 60 ppm standard solution with acetic, propionic, isobutyric,
butyric, isovaleric, valeric, isocaproic, caproic, and heptanoic acid. To measure sulfide
concentrations of all sulfide species combined, we preserved sulfide in porewater by adding
1 part zinc acetate solution to 2 parts porewater, then used spectrophotometry at 670 nm to
determine sulfide concentration with the methylene blue method [67–69].

https://www.lacoast.gov/crms/FAQ.aspx
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4.4.3. Survivorship and Productivity

Survivorship was measured in year one approximately 4 months after the start of
the study (20 September in Rockefeller and 1 October 2021 in MRD). After two growing
seasons, we harvested all aboveground biomass and the top 50 cm of belowground biomass
from the MRD marsh organs on 21 September and 7 October and from the Rockefeller
marsh organs on 4–5 August 2022. Following the harvest, sediment was rinsed from the
belowground biomass, and above- and belowground biomass was separated into live and
dead categories and dried in a drying oven at 60 ◦C to a constant weight.

4.5. Statistical Analysis

To test how the main effects of increased inundation time, lineage, and site (along
with all interactions) influenced Phragmites' survival in the marsh organs, we ran separate
logistic regressions for each growing season using R statistical software (version 3.6.3
used for all analyses; Ref. [70]; Figure 2). To test how flood duration influenced plant
performance, we separately calculated the percent time flooded from the time of the initial
planting to the first data collection during year one, and from the initial planting time
through the final harvest for year two.

We then used logistic regressions to separately test in each site how porewater concen-
trations of sulfide and each volatile fatty acid predict the survivorship probability during
each growing season. We only tested the effects of VFAs on survival in the first growing
season due to failure to detect VFAs in porewater collected during the second growing
season. Finally, we performed a logistic regression to test if redox potential predicted the
probability of survival by the end of the second growing season.

To test how the main effects influenced biomass accumulation in marsh organs, we
first used linear models followed by ANOVA (type III Wald chi-square tests) to regress the
percent time flooded, lineage, and site (and all interactions) on above- and belowground
biomass separately. We then ran separate tests in both sites to regress percent time flooding,
sulfide concentration, and lineage on above- and belowground live biomass. All tests
included marsh organ as a random effect to account for experimental design. If the
interaction was not significant, we removed it from the formula and re-ran the model.
If nothing in the model was significant, we tested the effects of flooding and sulfide on
biomass using separate models. We used a +1 log transformation on the biomass, and a
standard log transformation on the sulfide concentration to scale the variables and meet
the assumptions of ANOVA.

Additionally, we conducted ANOVAs to test if porewater redox potential is a signif-
icant predictor of live aboveground or belowground biomass accumulation, as well as
sulfide and acetic acid concentrations. We also tested the relationship between the percent
time flooding and redox potential. All data from both sites were included in the test, and
we controlled for the site and marsh organ by including the site as a covariate for the fixed
effect in the model, and the marsh organ as a random effect in the model. If the model
yielded no interaction between the site and the specified fixed effect, then we removed the
interaction term and re-ran the model. We used separate paired t-tests for each site to check
for differences in sulfide concentrations across years, as we collected sulfide samples from
the same marsh organ wells each year.

To test how nutrients differed across treatments during the first growing season,
we performed a type III ANOVA testing how inundation time, site, and the interaction
between the two influenced porewater nutrient concentrations of Ca, Fe, K, Mg, Mn, Na,
S, Si, and sulfate (Supplementary Figure S1). For Ca, Si, and SO4, we log transformed
the concentration to adhere to the assumptions of ANOVA. For Fe, we used a + 1 and
then log transformation to successfully transform zeros in the dataset. For the porewater
samples collected at the end of both the first and second growing seasons, we compared
phosphate, nitrate, and ammonia concentrations across inundation treatments and sites
(Supplementary Figure S2).
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5. Conclusions

Here, we demonstrate clear evidence that increased flood duration and associated
abiotic stressors contribute to reducing Phragmites australis biomass accumulation and
survival. We also show the P. australis stress response to flooding was exacerbated in
high salinity compared to low-salinity conditions. Furthermore, our results detail how
the P. australis haplotypes respond differently to sea-level rise-associated abiotic stressors,
in particular, the delta haplotype is the most robust to simultaneous high salinity and
extended inundation conditions. We suggest that marsh dieback will accelerate under
rising sea levels and tropical storm-induced saltwater intrusion, both of which are projected
to increase with continued climate change. These findings will be valuable for managing
wetland loss in the Mississippi River Birdsfoot Delta and other regions threatened by
sea-level rise and will help formulate strategies to mitigate the negative effects of Phragmites
invasion in other parts of the world.

Supplementary Materials: The following supporting information can be downloaded at: https://
www.mdpi.com/article/10.3390/plants13060906/s1, Figure S1: Porewater Nutrient Concentrations;
Figure S2: Phosphate, Nitrate, and Ammonia Porewater Concentrations.

Author Contributions: Conceptualization, A.L. and T.E.-Q.; methodology, A.L. and T.E.-Q.; formal
analysis, A.L.; investigation, A.L. and T.E.-Q.; resources, A.L. and T.E.-Q.; data curation, A.L.; writing—
original draft preparation, A.L.; writing—review and editing, T.E.-Q.; visualization, A.L. and T.E.-Q.;
supervision, A.L. and T.E.-Q.; project administration, T.E.-Q.; funding acquisition, T.E.-Q. All authors
have read and agreed to the published version of the manuscript.

Funding: This work was funded by the U.S. Department of Agriculture Cooperative Agreement
(award number: AP20PPQS&T00C189 to Rodrigo Diaz and Tracy Elsey-Quirk).

Data Availability Statement: Data will be uploaded to the Zenodo digital repository at https:
//doi.org/10.5281/zenodo.10822162.

Acknowledgments: We thank all members of the Wetland Plant Ecology lab, including C. Butler, O.
Hurley, M.D. Jacobs, Z. Laird, E. Harris, S. McSally, N. Matherne, J. Johnson, E. Eccles, A. McClellan,
and M. Rabalais at Louisiana State University for help with field and lab work associated with this
project. For assistance with porewater chemistry analysis, we thank S. He, E. Overton, S. Jahan, and T.
Blanchard. We appreciate P. Trosclair, L. Ardoin, and C. Baccigalopi at Rockefeller Wildlife Refuge
and B. Fortier at the U.S. Fish and Wildlife Service for assistance in the field and for granting us access
to study locations. Finally, we thank J. Snook, S. Zapp, E. Weeks, and M. Miller for additional help
with boats and fieldwork.

Conflicts of Interest: The authors declare no conflicts of interest.

References
1. Goberville, E.; Hautekèete, N.C.; Kirby, R.R.; Piquot, Y.; Luczak, C.; Beaugrand, G. Climate Change and the Ash Dieback Crisis.

Sci. Rep. 2016, 6, 35303. [CrossRef] [PubMed]
2. Jump, A.S.; Ruiz-Benito, P.; Greenwood, S.; Allen, C.D.; Kitzberger, T.; Fensham, R.; Martínez-Vilalta, J.; Lloret, F. Structural

Overshoot of Tree Growth with Climate Variability and the Global Spectrum of Drought-Induced Forest Dieback. Glob. Change
Biol. 2017, 23, 3742–3757. [CrossRef]

3. McKee, K.L.; Mendelssohn, I.A.; Materne, M.D. Acute Salt Marsh Dieback in the Mississippi River Deltaic Plain: A Drought-
Induced Phenomenon? Glob. Ecol. Biogeogr. 2004, 13, 65–73. [CrossRef]

4. Strzepek, K.; Yohe, G.; Neumann, J.; Boehlert, B. Characterizing Changes in Drought Risk for the United States from Climate
Change. Environ. Res. Lett. 2010, 5, 3742–3757. [CrossRef]

5. Mitsch, W.J.; Hernandez, M.E. Landscape and Climate Change Threats to Wetlands of North and Central America. Aquat. Sci.
2013, 75, 133–149. [CrossRef]

6. Cahoon, D.R.; McKee, K.L.; Morris, J.T. How Plants Influence Resilience of Salt Marsh and Mangrove Wetlands to Sea-Level Rise.
Estuaries Coasts 2021, 44, 883–898. [CrossRef]

7. Nyman, J.A.; Delaune, R.D.; Roberts, H.H.; Patrick, W.H. Relationship between Vegetation and Soil Formation in a Rapidly
Submerging Coastal Marsh. Mar. Ecol. Prog. Ser. 1993, 96, 269–279. [CrossRef]

8. Nyman, J.A.; Walters, R.J.; Delaune, R.D.; Patrick, W.H. Marsh Vertical Accretion via Vegetative Growth. Estuar. Coast. Shelf Sci.
2006, 69, 370–380. [CrossRef]

https://www.mdpi.com/article/10.3390/plants13060906/s1
https://www.mdpi.com/article/10.3390/plants13060906/s1
https://doi.org/10.5281/zenodo.10822162
https://doi.org/10.5281/zenodo.10822162
https://doi.org/10.1038/srep35303
https://www.ncbi.nlm.nih.gov/pubmed/27739483
https://doi.org/10.1111/gcb.13636
https://doi.org/10.1111/j.1466-882X.2004.00075.x
https://doi.org/10.1088/1748-9326/5/4/044012
https://doi.org/10.1007/s00027-012-0262-7
https://doi.org/10.1007/s12237-020-00834-w
https://doi.org/10.3354/meps096269
https://doi.org/10.1016/j.ecss.2006.05.041


Plants 2024, 13, 906 15 of 17

9. Clevering, O.A.; Lissner, J. Taxonomy, Chromosome Numbers, Clonal Diversity and Population Dynamics of Phragmites australis.
Aquat. Bot. 1999, 64, 185–208. [CrossRef]

10. Meyerson, L.A.; Saltonstall, K.; Windham, L.; Kiviat, E.; Findlay, S. A Comparison of Phragmites australis in Freshwater and
Brackish Marsh Environments in North America. Wetl. Ecol. Manag. 2000, 8, 89–103. [CrossRef]

11. Saltonstall, K. The Naming of Phragmites Haplotypes. Biol. Invasions 2016, 18, 2433–2441. [CrossRef]
12. League, M.T.; Colbert, E.P.; Seliskar, D.M.; Gallagher, J.L. Rhizome Growth Dynamics of Native and Exotic Haplotypes of

Phragmites australis (Common Reed). Estuaries Coasts 2006, 29, 269–276. [CrossRef]
13. Benoit, L.K.; Askins, R.A. Impact of the Spread of Phragmites on the Distribution of Birds in Connecticut Tidal Marshes. Wetlands

1999, 19, 194–208. [CrossRef]
14. Meyerson, L.A.; Cronin, J.T. Evidence for Multiple Introductions of Phragmites australis to North America: Detection of a New

Non-Native Haplotype. Biol. Invasions 2013, 15, 2605–2608. [CrossRef]
15. Nguyen, L.X.; Lambertini, C.; Sorrell, B.K.; Eller, F.; Achenbach, L.; Brix, H. Photosynthesis of Co-Existing Phragmites Haplotypes

in Their Non-Native Range: Are Characteristics Determined by Adaptations Derived from Their Native Origin? AoB Plants 2013,
5, plt016. [CrossRef]

16. Lambertini, C.; Mendelssohn, I.A.; Gustafsson, M.H.G.; Olesen, B. Tracing the Origin of Gulf Coast Phragmites (Poaceae): A Story
of Long-Distance Dispersal and Hybridization. Am. J. Bot. 2012, 99, 538–551. [CrossRef]

17. Achenbach, L.; Eller, F.; Nguyen, L.X.; Brix, H. Differences in Salinity Tolerance of Genetically Distinct Phragmites australis Clones.
AoB Plants 2013, 5, plt019. [CrossRef]

18. Achenbach, L.; Brix, H. Can Differences in Salinity Tolerance Explain the Distribution of Four Genetically Distinct Lineages of
Phragmites australis in the Mississippi River Delta? Hydrobiologia 2014, 737, 5–23. [CrossRef]

19. Armstrong, J.; Armstrong, W.; Van Der Putten, W.H. Phragmites Die-Back: Bud and Root Death, Blockages within the Aeration
and Vascular Systems and the Possible Role of Phytotoxins. New Phytol. 1996, 133, 399–414. [CrossRef]

20. Simkin, S.M.; Bedford, B.L.; Weathers, K.C. Phytotoxic Sulfide More Important than Nutrients for Plants Within a Groundwater-
Fed Wetland. Ecosystems 2013, 16, 1118–1129. [CrossRef]

21. Kotula, L.; Colmer, T.D.; Nakazono, M. Effects of Organic Acids on the Formation of the Barrier to Radial Oxygen Loss in Roots
of Hordeum Marinum. Funct. Plant Biol. 2014, 41, 187–202. [CrossRef] [PubMed]

22. Snedden, G.A.; Cretini, K.; Patton, B. Inundation and Salinity Impacts to Above- and Belowground Productivity in Spartina Patens
and Spartina alterniflora in the Mississippi River Deltaic Plain: Implications for Using River Diversions as Restoration Tools. Ecol.
Eng. 2015, 81, 133–139. [CrossRef]

23. Morris, J. Estimating Net Primary Production of Salt Marsh Macrophytes. In Principles and Standards for Measuring Primary
Production; Fahey, T., Knapp, A., Eds.; Oxford University Press Inc.: New York, NY, USA, 2007; pp. 106–119.

24. Kirwan, M.L.; Guntenspergen, G.R. Response of Plant Productivity to Experimental Flooding in a Stable and a Submerging
Marsh. Ecosystems 2015, 18, 903–913. [CrossRef]

25. Morris, J.T.; Sundberg, K.; Hopkinson, C.S. Salt Marsh Primary Production and Its Responses to Relative Sea Level and Nutrients
in Estuaries at Plum Island, Massachusetts, and North Inlet, South Carolina, USA. Oceanogr. Soc. 2013, 26, 78–84. [CrossRef]

26. Smith, J.A.M. The Role of Phragmites australis in Mediating Inland Salt Marsh Migration in a Mid-Atlantic Estuary. PLoS ONE
2013, 8, e0065091. [CrossRef] [PubMed]

27. Kiviat, E. Ecosystem Services of Phragmites in North America with Emphasis on Habitat Functions. AoB Plants 2013, 5, plt008.
[CrossRef]

28. Rooth, J.E.; Stevenson, J.C.; Cornwell, J.C. Increased Sediment Accretion Rates Following Invasion by Phragmites australis: The
Role of Litter. Estuaries 2003, 26, 475–483. [CrossRef]

29. Gigante, D.; Angiolini, C.; Landucci, F.; Maneli, F.; Nisi, B.; Vaselli, O.; Venanzoni, R.; Lastrucci, L. New Occurrence of Reed Bed
Decline in Southern Europe: Do Permanent Flooding and Chemical Parameters Play a Role? Comptes Rendus-Biol. 2014, 337,
487–498. [CrossRef]

30. Armstrong, J.; Armstrong, W.; Wu, Z.; Afreen-Zobayed, F. A Role for Phytotoxins in the Phragmites Die-Back Syndrome? Folia
Geobot. Phytotax. 1996, 31, 127–142. [CrossRef]

31. Cronin, J.T.; Johnston, J.; Diaz, R. Multiple Potential Stressors and Dieback of Phragmites australis in the Mississippi River Delta,
USA: Implications for Restoration. Wetlands 2020, 40, 2247–2261. [CrossRef]

32. Pagter, M.; Bragato, C.; Brix, H. Tolerance and Physiological Responses of Phragmites australis to Water Deficit. Aquat. Bot. 2005,
81, 285–299. [CrossRef]

33. Rovai, A.S.; Twilley, R.R.; Christensen, A.; McCall, A.; Jensen, D.J.; Snedden, G.A.; Morris, J.T.; Cavell, J.A. Biomass Allocation of
Tidal Freshwater Marsh Species in Response to Natural and Manipulated Hydroperiod in Coastal Deltaic Floodplains. Estuar.
Coast. Shelf Sci. 2022, 268, 107784. [CrossRef]

34. Lane, S.L. Using Marsh Organs to Test Seed Recruitment in Tidal Freshwater Marshes. Appl. Plant Sci. 2022, 10, e11474. [CrossRef]
35. Armstrong, J.; Afreen-Zobayed, F.; Armstrong, W. Phragmites Die-Back: Sulphide- and Acetic Acid-Induced Bud and Root Death,

Lignifications, and Blockages within Aeration and Vascular Systems. New Phytol. 1996, 134, 601–614. [CrossRef] [PubMed]
36. Van Der Putten, W.H. Die-Back of Phragmites australis in European Wetlands: An Overview of the European Research Programme

on Reed Die-Back and Progression (1993–1994). Aquat. Bot. 1997, 59, 263–275. [CrossRef]

https://doi.org/10.1016/S0304-3770(99)00059-5
https://doi.org/10.1023/A:1008432200133
https://doi.org/10.1007/s10530-016-1192-4
https://doi.org/10.1007/BF02781995
https://doi.org/10.1007/BF03161749
https://doi.org/10.1007/s10530-013-0491-2
https://doi.org/10.1093/aobpla/plt016
https://doi.org/10.3732/ajb.1100396
https://doi.org/10.1093/aobpla/plt019
https://doi.org/10.1007/s10750-013-1601-y
https://doi.org/10.1111/j.1469-8137.1996.tb01907.x
https://doi.org/10.1007/s10021-013-9671-2
https://doi.org/10.1071/FP13178
https://www.ncbi.nlm.nih.gov/pubmed/32480978
https://doi.org/10.1016/j.ecoleng.2015.04.035
https://doi.org/10.1007/s10021-015-9870-0
https://doi.org/10.5670/oceanog.2013.48
https://doi.org/10.1371/journal.pone.0065091
https://www.ncbi.nlm.nih.gov/pubmed/23705031
https://doi.org/10.1093/aobpla/plt008
https://doi.org/10.1007/BF02823724
https://doi.org/10.1016/j.crvi.2014.05.005
https://doi.org/10.1007/BF02804002
https://doi.org/10.1007/s13157-020-01356-8
https://doi.org/10.1016/j.aquabot.2005.01.002
https://doi.org/10.1016/j.ecss.2022.107784
https://doi.org/10.1002/aps3.11474
https://doi.org/10.1111/j.1469-8137.1996.tb04925.x
https://www.ncbi.nlm.nih.gov/pubmed/33863204
https://doi.org/10.1016/S0304-3770(97)00060-0


Plants 2024, 13, 906 16 of 17

37. McKee, K.L.; Mendelssohn, I.A. Response of a Freshwater Marsh Plant Community to Increased Salinity and Increased Water
Level. Aquat. Bot. 1989, 34, 301–316. [CrossRef]

38. Janousek, C.N.; Buffington, K.J.; Thorne, K.M.; Guntenspergen, G.R.; Takekawa, J.Y.; Dugger, B.D. Potential Effects of Sea-Level
Rise on Plant Productivity: Species-Specific Responses in Northeast Pacific Tidal Marshes. Mar. Ecol. Prog. Ser. 2016, 548, 111–125.
[CrossRef]

39. Buffington, K.J.; Goodman, A.C.; Freeman, C.M.; Thorne, K.M. Testing the Interactive Effects of Flooding and Salinity on Tidal
Marsh Plant Productivity. Aquat. Bot. 2020, 164, 103231. [CrossRef]

40. Amsberry, L.; Baker, M.A.; Ewanchuk, P.J.; Bertness, M.D. Clonal Integration and the Expansion of Phragmites australis. Ecol. Appl.
2000, 10, 1110–1118. [CrossRef]

41. Lee, H.; Diaz, R.; Johnston, J.; Knight, I.A.; Nyman, J.A.; Cronin, J.T. Vegetation Restoration Following Dieback of Phragmites
australis in the Mississippi River Delta, USA. Wetlands 2023, 43, 98. [CrossRef]

42. Hauber, D.P.; Saltonstall, K. Genetic Variation in the Common Reed, Phragmites australis, in the Mississippi River Delta Marshes:
Evidence for Multiple Introductions. Estuaries Coasts 2011, 34, 851–862. [CrossRef]

43. Visser, J.M.; Sandy, E.R. The Effects of Flooding on Four Common Louisiana Marsh Plants. Gulf Mex. Sci. 2009, 27, 21–29.
[CrossRef]

44. Kovacs, M.; Turcsanyi, G.; Tuba, Z.; Wolcsanszky, S.; Vasarhelyi, T.; Dely-Draskovits, A.; Toth, S.; Koltay, A.; Kaszab, L.; Szoke, P.;
et al. The Decay of Reed in Hungarian Lakes. Symp. Biol. Hungarica 1989, 38, 461–471.

45. Hellings, S.E.; Gallagher, J.L. The Effects of Salinity and Flooding on Phragmites australis. J. Appl. Ecol. 1992, 29, 41–49. [CrossRef]
46. Chambers, R.M.; Mozdzer, T.J.; Ambrose, J.C. Effects of Salinity and Sulfide on the Distribution of Phragmites australis and Spartina

alterniflora in a Tidal Saltmarsh. Aquat. Bot. 1998, 62, 161–169. [CrossRef]
47. Knight, I.A.; Cronin, J.T.; Gill, M.; Nyman, J.A.; Wilson, B.E.; Diaz, R. Investigating Plant Phenotype, Salinity, and Infestation by

the Roseau Cane Scale as Factors in the Die-Back of Phragmites australis in the Mississippi River Delta, USA. Wetlands 2020, 40,
1327–1337. [CrossRef]

48. Lynch, J.M. Production and Phytotoxicity of Acetic Acid in Anaerobic Soils Containing Plant Residues. Soil Biol. Biochem. 1978, 10,
131–135. [CrossRef]
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