Supplementary Materials:

Table S1. Clinical, histological, and molecular features of the nine patients.
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Abbreviation: M, man; F, woman; CPEO, chronic progressive external ophthalmoplegia; RRFs, ragged red fibers;
COX, cytochrome ¢ oxidase.; SDH, succinate dehydrogenase, mtDNA, mitochondrial DNA.

Table S2. Hyperparameters values for each model after the tuning operation.
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Figure S1: protocol used to select the model with the best overall fit for both classification steps.
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