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Figure S1. Total ion flow chromatogram of QC samples.
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Figure S2. MSDIAL data processing parameter settings for positive (A) and negative (B) ions.
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Figure S3. Identification information for the four metabolites with the highest (A, B) and lowest

(C, D) matching degrees to the references. The red and blue colors represent references and
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measurements, respectively.
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Figure S4. Rice root tissue differential metabolites volcano plots in the Low-group (A) and High-

group (B) compared with the CK group. CK: control; Low: 2 mg kg''; High: 10 mg kg™,

respectively.
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Figure S5. Differential metabolites volcano plots in the Low-group (A) and High-group (B)
compared with the CK group, CK: control; Low: 2 mg kg™!'; High: 10 mg kg''; 1 and 2 represent
stems and leaves respectively.



