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Figure S1. (A) The topographic images of the non-imprinted polymer film were used for the 
thickness measurements after removal of a 1 × 1 μm rectangular area from the polymer. The re-
moval stops at the underlying gold surface. The bright regions are due to removed material 
pushed to the sides of the rectangular area during the removal process. The difference of the film 
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thickness (Δ) after and before adsorption of 1μM HbA, as illustrated in the representative 
cross-sectional profiles (B), indicates the adsorption of HbA (see Table 2 for quantitative data). 

 
Figure S2. IR absorbance spectra of Tween binding on polyscopoletin (NIP). Spectra were recorded 
using different concentrations of Tween (0.01 % - trace 2, red; 0.05 % - trace 3, magenta; 0.1 % - trace 
4, yellow; 0.5 % - trace 5, green) and compared to the bare NIP shown in dark trace 1. The binding 
of Tween (0.05 %) is better visualized in the corresponding difference spectrum between trace 5 and 
trace 1. Here, the observed bands are attributed to the ν(C-O-C) stretching vibration mode of 
-CH2-O-CH2- chains (1100 cm-1), the δ(CH2) bending mode from the ethylene subunit (1451 cm-1 and 
1353 cm-1), the ν(C=O) stretching mode arising from the carbonyl groups (1733 cm-1), and the asym-
metric and symmetric methylene stretching vibration modes ν(CH2) at 2924 cm-1 and 2855 cm-1, 
respectively [1].
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Table S1. MIPs prepared by epitope approaches. 

Peptide-MIPs 
Template MIP structure Epitope/peptide Selectivity Linear measuring range IF and Kd Reference 

HbA 
Free radical polymerization of 
peptides-decorated silica beads 

followed by removal of silica 

N-terminal sequences of both 
α- and β-chain 

BSA, Mb n.d. IF = ~ 1.7 for HbA [2] 

Insulin 
EP of o-PD on epitope modified 

gold surface 
C-terminal peptide Insulin in serum samples 10 - 500 fM for insulin n.d. [3] 

Cyt c, ADH, 
BSA 

Photopolymerization of MIP on 
a glass or silicon surface 

C-terminal nonapeptides of 
each protein 

Exchange of one amino 
acid 

0 - 289 nM for Cyt c 
Kd = 72.3 nM 

IF = 7 for Cyt c 
[4] 

Cyt c EP of scopoletin on gold 
Cys-extended C-terminal 

nonapeptide 
BSA, Mb 0 - 10 μM for Cyt c 

Kd = 8.54 μM and 2.51 μM, 
IF = 6 and 10 for Cyt c and 

epitope 
[5] 

Cyt c Thermo-sensitive CDs/SiO2/MIP 
C- and N-terminal nonapep-

tides 
Lysozyme, trypsin 0.1- 40 μM for Cyt c IF = 5.65 for Cyt c [6] 

Trf Epitope imprinted PES beads N-terminal peptide RNase B, Cyt c, β-LG n.d. n.d. [7] 
HSA, IgG, 

Trf 
Multiepitope imprinted PES 

particles 
N-terminal peptides of each 

protein 
Proteins in human plasma n.d. n.d. [8] 

HSA, Trf 
Dual-template imprinted 

polymer on MCNTs 
C-terminal peptides of each 

protein 
BSA, Mb, Cyt C n.d. 

IF = 2.57 for HSA 
IF = 2.17 for Trf 

[9] 

NSE 
EP of scopoletin on the peptide 

modified QCM chips 
NSE derived synthetic 

peptide 
Nonspecific peptides and 

BSA 
n.d. 

Kd = 12.2 μM and 53 pM for 
peptide and NSE 
IF = 4.6 for NSE 

[10] 

IgG 
Polymerization of the template 

modified glass beads 
Fc domain n.d. n.d. Kd = 27.4 nM for IgG [11] 

Cyt c 
Reverse microemulsion 

polymerization of APTES on 
QCM 

C-terminus octapeptide 
Mb, HSA, HRP, human 

serum 
0.40 – 4.0 nM for Cyt c IF = 3.0 for Cyt c [12] 

B2M 
Polycondensation of multiple 

silylating reagents 
C-terminus nonapeptide 

RNase A, RNase B, HRP, 
BSA 

n.d. 
Kd = 0.2 μM and IF = 5.8 for 

epitope 
IF = 5.0 for B2M  

[13] 

Apha- 
synuclein 

EP of AN/MSAN with various 
peptides on screen-printed 

3 peptides encompassed 
locations of mutations 

Real sample:  
Culture medium from the 

n.d. n.d. [14] 
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electrodes differentiation of midbrain
organoids 

Tag-MIPs 

HSA 
Self-polymerization of dopamine 
on Ni2+ modified magnetic NPs 

His-tag-anchored C-terminal 
peptide 

BSA, Cyt c n.d. 
IF = 4.26 for epitope 

IF = 2.12 for HSA 
[15] 

HSA 
Thermosensitive MIP on 

modified SiO2 NPs 
His-tag-anchored C-terminal 

peptide 
BSA, Mb, RNase B 9 - 15 μM for HSA IF = 4.0 for HSA [16] 

GFP 
His6-tag imprinted on the IMAC 

matrix surface 
His-tag (HHHHHH) 

GFP from the crude cell 
lysis 

n.d. IF = 7.1 for GFP [17] 

CD56 EP of p-ABA and template Poly-sialic acid CA19-9, PSA, BSA, BHb 0.07 – 1.07 pM for CD56 n.d. [18] 

CA 19-9 
EP of o-PD and template on a 

GCE 
Monosaccharide or polysac-

charide 
BHb, BSA, Con A 

1 - 60 U/mL and 0.1 – 5 
U/mL for monosaccharide 

and polysaccharide 
imprinted MIP 

n.d. [19] 

Abbreviations: ADH: Alcohol dehydrogenase; AN: Aniline; APTES: Amino-propyltriethoxysilane; BHb: Bovine hemoglobin; B2M: β2-Microglobulin; β-LG: 
β-Lactoglobulin; BSA: Bovine serum albumin; CA19-9: Carbohydrate antigen 19-9; CD56: A neural cell adhesion molecule; CDs: Carbon dots; ConA: Concanavalin 
A; Cyt c: Cytochrome c; EP: Electropolymerization; GCE: Glassy carbon electrode; GFP: Green fluorescent protein; HSA: Human serum albumin; HRP: Peroxidase 
horseradish; IgG: Immunoglobulin G; IMAC: Immobilized metal ion affinity chromatography; o-PD: o-Phenylenediamine; p-ABA: p-Aminobenzeneboronic acid; 
PES: Poly(ether sulfone); PSA: Prostate-specific antigen; Mb: Myoglobin; MCNTs: Magnetic carbon nanotubes; MSAN: m-Aminobenzenesulfonic acid; n.d.: Not 
determined; NPs: Nanoparticles; NSE: Neuron specific enolase; QCM: Quartz crystal microbalance sensor; RNase B: Ribonuclease B.
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