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Supplementary Figure S1. ALL and MES improved the colon length
of DSS-induced colitis in C57BL/6 mice.
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Supplementary Figure S2. Differentially expressed proteins (DEPs)
in different treatments compared with DSS. (A-C) volcano plot of DSS
vs Control, MES+DSS vs DSS and ALL+DSS vs DSS. (D-F) Bubble
diagram of GO analysis in biological process, cellular component,
molecular function and top20 KEGG pathways.



