Supplemental Tables & Figures

Supplemental Table S1: Data extraction of the included articles in the scoping review. The 38
articles present the list of HPV-positive (+) and HPV-negative (-) mutated genes. 2 articles out of
the 38 articles screened have included both lists of genes. However, the rest included HPV +
mutated genes which this scoping review mainly highlights. 330 genes were identified and
submitted to enriched analysis. 7P53 (n=22) and PIK3CA (n= 20) genes were the most mutated
genes in HPV-related OPC cases.
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Supplementary Table S2: Distribution of the OSCC cases according to demographic, lifestyle,
and clinical variables.

Paraffin- HELA2 n (%)

Variable Category embedded

Negative Positive P-value
samples n(%)

Age <50 year 8 (15.4) 7(16.7) 1(10) 0.599
> 50 year 44 (84.6) 35(83.3) 9 (90)

Gender Male 31 (59.6) 26 (61.9) 5(50) 0.500
Female 21 (40.4) 16 (38.1) 5(50)

Smoking habit No 23 (44.2) 21(53.8) 2(22.2) 0.087
Yes 29 (55.8) 18 (46.2) 7 (77.8)

Alcohol consumption No 16 (37.2) 13 (37.1) 3(37.5) 0.985
Yes 27 (62.8) 22 (62.9) 5(62.5)

Clinical stage T1+T2 32 (61.5) 29 (69) 3(30) 0.023
T3+T4 20 (38.5) 13 31) 7 (70)

Lymph nodes NO 40 (76.9) 34 (81) 6 (60) 0.158
N+ 12 (23.1) 8(19) 4 (40)

Recurrence or metastasis No 40 (76.9) 31(73.8) 9 (90) 0.275
Yes 12 (23.1) 11(26.2) 1(10)

Status Alive 45 (86.5) 37 (88.1) 8 (80) 0.500

Dead 7 (13.5) 5(11.9) 2 (20)




Supplemental Figure S1: shows list of all genes mutated with highlighting on the most cited
genes which are TP53 (n=22), PIK3CA (n=20), PTEN (n=16), NOTCH1 (n=14), RBI (n=13),
FATI (n=13), FBXW7 (n=12), HRAS (n=10), KRAS (n=10) and CDKN2A4 (n=10). Different
colour codes representing the 38 articles screened to show which gene was collected from which
article. The most frequently mutated gene is 7P53 followed by PIK3CA. Genes for cell survival
and proliferation (TP53, HRAS & PIK3CA), cell-cycle control (CDKN2A4), cellular
differentiation (NOTCH1), and adhesion and invasion signalling (FAT). Tumor suppressor Genes
(FATI1, NOTCHI & CDKN24).
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125 cuL3
126 ERBB2
127 TERT
128 NKX2
129 NKX1
130 PMA1P1
131 YAP1
132 JAK3
133 MAP3K13
134 MDM2
135 PI3K
136 MAPK
137 SYNE2
138 TGFBR2
139 IQGAP1
140 APOB
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188 CASZ1
189 MACF1
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191 CSMD3
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199 HERC1
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201 LRRC378B
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203 MUC4
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