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Figure S1: Al predicted peptides in a mouse model of type 2 diabetes. Bodyweight (g) of all
mice were measured as indicated. Data are mean = SEM (n=8 per group; aged 12 weeks at
baseline) and analysed by Tukeys’s test to compare the differences of bodyweight within each

treatment group over the course of treatment (*p<0.05 **p<0.01 ***p<0.001)
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Figure S2. Property dispersion of Al predicted peptides relative to known endogenous

human peptides.



