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Table S1. Oligonucleotide sequences

Name Sequences (5’ to 3’)

Wxt FO CAAATACGACGTGTCAACGG
Wxt F1 CAAATACGACGTGTCAACTG
Wxt F2 CAAATACGACGTGTCAAAGG
Wxt F3 CAAATACGACGTGTCAACAG
Wxt F4 CAAATACGACGTGTCACCGG
Wxc FO CAAATACGACGTGTCAACGT
Wxc F1 CAAATACGACGTGTCAACTT
Wxc F2 CAAATACGACGTGTCAACCT
Wxc F3 CAAATACGACGTGTCAAAGT
Wxc F4 CAAATACGACGTGTCAACAT

R1 TTGTTGCACTCAGAACCAGC




dRn

—l— WxtFo+wxt ——k—Wxc FO+wxc
—@— WxtF0+wxc r—Wxc FO+wxt
—k—WxtF1+wxt —0—Wxc F1+wxc
——— Wxt F1+wxc ——Wxc Fl+wxt
—&— WxtF2+wxt —%—Wxc F2+wxc
——d—WxtF2+wxc shé—Wxc F2+wxt
—P—WxtF3+wxt —— Waxc F3+wxc
——Wxt F3+wxc —— Wxe F3+wxt

Cycle

Figure S1. Primers screening. Several allele-specific forward primers designed for wx¢

waxy sorghum and non-wx® sorghum were used for g°PCR amplification.
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Figure S2. C values of gPCR amplification for screening primers that specifically identified
wx®¢ waxy sorghum and non-wx® sorghum. The allele-specific forward primers wxc

FO,F1,F2,F3 and wxt FO, F1, F2 and F3 designed for wx® waxy sorghum and non-wx®

sorghum could not specifically identify wx® waxy sorghum or non-wx® sorghum.



Hongyingzi.seq (LT TGACAT e T T T T O AR T AT o T AT T T CAC AT A T AGA T T TG CA T CCACAACA T T CCT A AR CARGTTCGLCTTCTCREACTTCCCGRARCTGRACCTCCCTEAGRGATICAR 150
Jinmuoliang No..seq CTTTTTGACATGTTGTCTTCRTT T CTT O O AT GACT o TGCCACT T CACATACTAGA GRCTT T T CATCCACRAC T T CCTACCATSRCAGET T GLCTTCT CRRACTICCGRARCTRRACCTCCCTRARAGATTCAR 150
1204 5eq (T LT TGACAT e T e T T T T T O CARA T BT G T A T T T CACAT A TAGA T T CTGCATCCACAACAT T CCTACCARGRCARGTTCGCCTICTCREACTTCCCGRARCTGAACCTCCCTEAGRGATICAR 150

Hongyinged.aeq  GICRIC LT AT AT A A G A T A A A A T A A oA G TR AT AT GACA T GRAT CGTARCCCARCCTGRT T IGATTGCAGCTACGRGRRGLCCRTRRAG 300
JinmunLizng Ho.6.seq GTCATCCTTCEAT TTCN e G AT GUA TG e AT T AT A A T T T T A AT GRTATT GG TACATAGGTGACAT GAATCETARCCCACCTGRT TICATIGCAGCTAGRGRAGCCORTGAAG 300
1204, 52q T A A AT G A A e A A T A A T T A TG TA T TR AR A AR A CAT G TCATAACCCARCCTGRT TTGAT RCAGCTACGRARRGCCORTGARRG 300

Hongyingzi.seq  GOCGRAAGAT AT e GG GaA T G AR T A BT AR A A S G RaA T AT CTC R ATCR CAGHRRC TG RAGCT (G ARCATCATGCGCCTCACCBRCATCACCRGRATCE 450
Jinnuoliang Mo, 6.2 G00GERGN A TGN A GH aaAT T TGN A SR T A TG LA AL G R SRA R TCAT CTC G CRL CAGREECT SR T CCACRACATCATCGCCTCACCRGCAT CALCRERATCE 450
1204.58q G A T e GG AT T GRABeA 3T T A BT A A Ao GeA BB T AT CT LB C CAGHRCT G GAGCTCGACARCATCATGUGCCTCACCBRCATCACCRGRATCE 450

Hongyingzi.seq TR GaCATeAC ST AR G T GEEA T U A A G AR S A AT G C e CARA T A A TG CAACORAGC T T TR AT TTGTTGCTACTCTCTCATGTARATCT T CARGCRCTRETTCTEARTGCRACRRTGTCCATT 600
Jimnuoliang Ho. 6. 5eq TCANCGACATEoA T AR AR GHaAT A AR EA AR A A o T CARRTAC BT BT A CGRTeACT T T GO AT TG TTGCTACTCT U CAT TARAT CTTTCARGCGCT G TICTEAGTGCRACARTETCCAT 600
1204, 58 TR AT AT G A AT AR R AR T A G T AR T A A BT A e GG TT T G AR T TG T TGCTACTCTGUT CATGTRAAT CTTTCAGRCGCTGRTICTGAGTGCAACRATGICCAT 600

Figure S3. Partial DNA sequence information about ‘Hongyingzi’, ‘Jinnuoliang No.6’ and

‘Jin 204’. ‘Hongyingzi’ was wx®, and ‘Jinnuoliang No.6” was wx®, and the ‘Jin 204’ was wild.
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Figure S4. The amplification curves of ‘Hongyingzi’ DNA samples that were continuously

ten-fold diluted from 100.0 ng to 1.0 pg.
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Figure S5. Amplification curves of ‘Jinnuoliang No.6’ with different content ratios in

mixtures.



