Figure S1: Manhattan plots of SNP association analyses on CFA13 (A), CFA33 (B), CFA36
(C) and CFA 38 (D).
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Table S1: Details of top associated SNPs
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Table S2: Details of top associated SNPs in analysis of young dogs
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Table S3. Breeds used as reference in CSS analysis with low risk of lymphoma.

Breed Breed Group ]ﬁ?:ﬁlzgg)la S?;elple
ﬁ;?relzis:r{,emer American_Terrier 0.2
Rat Terrier 0.2
?E’fnii’x 02| 78
Chihuahua American_Toy 0.2
Chnes
Japanese Chin Asian_Toy 0.3
Lhasa Apso 0.3
Pekingese 0.3
Shih Tzu 0.3
Tibetan Spaniel 0.3
Eurasier Eurasier 0.3
Finnish Spitz Finnish_Spitz 0.3 302
i/i?l?&lifure Poodle 0.3
Is)?:n(iile?rd 0.3
Poodle Toy 0.3
i
Samoyed Samoyed 0.3
Tibetan Terrier ~ Tibetan Terrier 0.3
Tibetan mastiff ~ Asian_Spitz 0.5
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Tibetan mastiff 0.5
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Table S4:Top genomic regions detected by Composite selection signals analysis in lymphoma affected
Bullmastiff dogs.

Chromosome Location (Mb) Slgsnlilf;csant
1 50.91-52.86 13
1 53.17-54.95 33
1 59.73-60.85 5
3 7.81-8.97
3 73.1-75.63 47
3 75.93-78.85 55
5 62.3-63.9 20
7 20.22-21.42 8
7 60.9-62.17 13
8 57.85-59.48 4
9 44.58-46.33 19
10 4.94-6.39 8
10 6.59-9.47 24
18 8.23-10.41 10
18 24.84-26.36 20

20 29.92-30.89

22 27.83-28.96 8
26 23.67-24.64 10
30 19.25-20.64 17
32 3.73-5.64 36
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