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Supplementary: 

 
Figure S1. Analysis of nitrogenous bases matching for DNA in healthy and 
reproductive disorders affected buffaloes using GenBank gb|XM_044936650.2| 
and IKBKG marker (412-bp) sequences. 

 
Figure S2. Analysis of nitrogenous bases matching for DNA in healthy and 
reproductive disorders affected buffaloes using GenBank gb|XM_025282898.3| 
and LGALS marker (395-bp) sequences. 



 

 

 
Figure S3. Analysis of nitrogenous bases matching for DNA in healthy and 
reproductive disorders affected buffaloes using GenBank 
gb|NM_001290898.1| and IL1B marker (358-bp) sequences. 

 
Figure S4. Analysis of nitrogenous bases matching for DNA in healthy and 
reproductive disorders affected buffaloes using GenBank gb|HQ889748.1| and 
CCL2 marker (347-bp) sequences. 



 

 

  
Figure S5. Analysis of nitrogenous bases matching for DNA in healthy and 
reproductive disorders affected buffaloes using GenBank gb|XM_006056212.4| 
and RANTES marker (399-bp) sequences. 

 
Figure S6. Analysis of nitrogenous bases matching for DNA in healthy and 
reproductive disorders affected buffaloes using GenBank gb|XR_006551148.1| 
and MASP2 marker (513-bp) sequences. 



 

 

 
Figure S7. Analysis of nitrogenous bases matching for DNA in healthy and 
reproductive disorders affected buffaloes using GenBank gb|XM_006078587.2| 
and HMBG1 marker (540-bp) sequences. 



 

 

 
Figure S8. Analysis of nitrogenous bases matching for DNA in healthy and 
reproductive disorders affected buffaloes using GenBank gb|EF535848.1| and 
S-LZ marker (455-bp) sequences. 


