
 

Figure S1. Honey bee population allocation by the STRUCTURE program based on the genotyping 
of 5 STR loci. Each individual is represented by a partitioned vertical bar, with partitions 
(represented by different colors) representing the posterior probability of each individual belonging 
to one or another population. K: number of populations assumed by the model; Ln: average 
likelihood value for all runs for the same K. 

 


