Aspergillus tubingensisisolate A43 internal transcribed spacer 1, partial sequence; 5.8S ribosoma RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
Aspergillus niger strain A2 small subunit ribosoma RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
Aspergillus niger strain F3 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, compl ete sequence; and internal transcribed spacer 2, partial sequence
Aspergillus niger strain F2 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
S Aspergillus niger strain F1 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, compl ete sequence; and internal transcribed spacer 2, partial sequence
Aspergillus tubingensis isolate A48 internal transcribed spacer 1, partial sequence; 5.8S ribosoma RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
@ Aspergillus cf. tubingensisisolate A50 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, compl ete sequence; and large subunit ribosoma RNA gene, partial sequence
Q Aspergillus cf. tubingensisisolate A51 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, compl ete sequence; and large subunit ribosomal RNA gene, partial sequence
Q Aspergillus cf. tubingensisisolate A52 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
Q Aspergillus niger isolate A53 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
Q Aspergillus niger isolate C212 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, compl ete sequence; and large subunit ribosomal RNA gene, partial sequence

Q Aspergillus niger isolate C219 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosoma RNA gene, partial sequence

° Aspergillus tubingensis isolate C224 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence

Aspergillus niger isolate C254 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence

? Aspergillus niger isolate C257 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
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©Blastobotrys adeninivorans isolate B22 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partid s...
Q Q-9 Aspergillus niger isolate Z4 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit rib...
©° Aspergillus tubingensis isolate D160 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partia sequ...
@° Aspergillus niger isolate D158 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
@9 Aspergillus tubingensis isolate D157 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence

I 0.00000003 I OAspergillus cf. tubingensisisolate D111 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial seque...
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