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Figure S1: Multiple sequence alignment and conservation scoring of the P. parvulus 3909, L. paracasei
4314, and L. lactis 5298 laccases using Praline software [41]. The scoring scheme works from 0 for the
least conserved alignment position, up to 10 for the most conserved alignment position, and the identical
conserved residues are indicated by asterisks (colour scale indicated on top). Dashes in-dicate gaps to
maximize alignment. Encased inside boxes are the motifs that form the four copper ligands and are
highly conserved in laccases (conserved sequence of these motifs are HXHG, HXH, HXXHXH and
HCHXXXHXXXXM/L/F [11]





