(a) Bean
Genus

Opitutus OTU4955
Nitrospira OTU5776
Nitrospira OTU4135
Longimicrobium OTU4072
Gemmatimonas OTU5038
Gemmatimonas OTU2990
Gemmatimonas OTU1568
Tahibacter OTU4647
Tahibacter 0TU2697
Steroidobacter OTU5723
Stenotrophomonas OTU6012
Rhodanobacter 0TU2665
Pseudomonas OTU4110
Lysobacter OTU459
Lysobacter OTU4250
Lysobacter OTU2195
Lysobacter OTU173
Luteibacter OTU1712
Dokdonella OTU3168
Ureibacillus OTU4477
Tumebacillus OTU4884
Psychrobacillus OTU3358
Haliangium OTU3576
Aetherobacter OTU3407
Nitrosospira OTU5725
Methylotenera OTU5023
Methylobacillus OTU4257
Massilia OTU2063
Comamonas OTU3063
Castellaniella OTU3604
Caenimonas OTU4861
Burkholderia-Paraburkholderia OTUS591
Aquabacterium OTU2597
Achromobacter OTUS462
Rhodocytophaga OTU6025
Ohtaekwangia OTU4176
Niastella OTU4669
Fluviicola OTU5148
Flavobacterium OTU5429
Flavitalea OTU3752
Chryseolinea OTU2028
Chitinophaga OTU5877
Chitinophaga OTU4420
Archangium OTU5416
Sphingobium OTU2380
Rhizobium OTU5934
Parvibaculum OTU197
Caulobacter OTU4990
Caulobacter OTU3018
Brevundimonas  OTU654
Asticeacaulis  OTU203
Saccharomonospora OTU4006
Rhodococcus OTU4867
Nocardia OTU2832
Lentzea OTU1323
Longispora OTU2859
Gaiella OTU4658
Gaiella OTU4143
Blastococcus OTU4461
Allokutzneria OTU4289
Agromyces OTU3978
Aeromicrobium OTU4919
Actinomadura OTU3507
Actinocorallia OTU5756
Bryobacter OTU5786
11_24 OTU1834

Phylum/Class

Acidobacteria

. Firmicutes

. Deinococcus-Thermus . Fibrobacteres

(b) Celery
Genus
. Nitrospira QTUS338 -|
Nitrospira OTU4135 -|
Longimicrobium OTU4072 -|
Gemmatimonas QTUSSIS -|
Gemmatimonas OTU4902 -|
Gemmatimonas OTU4890 -|
Gemmatimonas QTU4338 -
Gemmatimonas QTU4205 -|
Gemmatimonas OTU4002 -|
G 3986 -
Halomonas OTU5948 -| o . o
M o ° Pseudoxanthomonas OTU5878 -| ° o .
. o o Escherichia-Shigella OTU5167 -| o ° .
- Rhodanobacter QTU5048 -| . o
o) 0 [ ] Luteimonas OTU5014 -| o .
o . o Polycyclovorans OTU4271 -| . °
o seudomonas OTU4110 - ° o
o o L] Pseudomonas OTU4042 -| [ o
° o . Rickettsiella OTU3242 -| . °
. ° 5 Aquicella OTU2414 -| . o °
o Lysobacter OTU2195 -| o . 13
. o o Acmetollljactterg é%g - . o o
N . Terrisporobacter K o
. © © Clostridium scnsll: stricto_I OTUS818 - 0 : CO>
o B . Clostridium_sensu stricto_1 OTU4631 - o ° 0O
. N N RA (%) ~ Bacillus OTU4316 -| o ° .
Lachnospiraceae_UCG007 OTU4284 - o o .
. o ° .00 Turicibacter OTU4023 -| o ° 0
° N . . possible_t genus 04 OTU2974 . o o
0 05 H16 OTUS558 - . o o
o o . i l]’\hasellcts:js 8 :gg - . o o
annocystis K o o .
¢ ° N ® 10 Haliangium OTUS464 - . o o
° . o ® 15 Halian; Illslgl 8 {gg K . o o
N G K . o °
’ ° ® 20 Truepera OTUS576 - ° . o
o o L Truepera OTU3369 -| ° . o
0 ° ° . 25 Roseiflexus OTU5911 -
Pseudoduganella OTU5891 -| ° o [o]
° . o Duganella OTUS740) - 0 0
o o . Variovorax OTUS601 - [} o
Caenimonas QTUS330 -| ° o o
° ° M Methylobacillus OTU4257 -| . o o
. o ° Malikia OTU2691 -| . o °
: chr OTU1709 - . o .
° ° . Burkholderia-Parabur OTU5591 -| o o
o ° . Burkholderia-Parabur OTU4005 - ‘ [e) o}
Burkholderia-Parabur OTUI1530 | . o 2
o © ° Burkholderia-Parabur OTU1412 - . o o
13 ] o 0TU5023 - 0 o °
a OTUI1332 - ° o o
Rhodocytophaga OTU6025 -|
Flavisolibacter OTU5084 -|
Sphingobacterium OTUS5073 -|
luviicola  OTU5254 -
OTU5148 -
OTUS054 -
Chryseobacterium OTU5709 -|
Chryseobacterium OTU4498 -
Chmnnphaﬁa 0TU4420 -
Niastella OTU4194 -
Flavobacterium QTUS429 -|
Flavobacterium QTU4700 -|
Flavobacterium QTU4173 -|
0TU3448 -
. Pedobacter OTU1274 -
~ Ohtaekwangia QTU1120 -
[ ] Azospirillum  QTU4705 -| . .
. Altererythrobacter QTU4480 - [}
omonas  OTU4339 - O
. hodoplanes  OTU4327 -| [
. Rhizobium OTU5934 -| [
Rhizobium OTU4290 - [
° Paracoccus  OTU4099 -|
. Sphingopyxis OTU3971 -|
Phyllobacterium  QTU1947 -|
o o . Streptomyces OTU5957 - o o
° ° . Streptomyces OTUS5893 -| [3 [0} [}
- Microlunatus OTUS775 - (] o o
° ° ° ctinocorallia OTU5756 - 0 0 3
. o o _Agromyces  OTU5400 - . o o
Nocardioides QTU4929 - o o .
M ° ° Microbacterium  OTU4865 - . o o
[ o o s Ac:dllcmmnnas 8 gg N ° ° .
A treptosporangium R 0 3 [}
0 [ ] o] Pseudarthrobacter QTU3996 - ° o 0
0] [ ) ) odococcus  OTU3459 | . o 3
Rubrobacter OTUS5837 -| . 3 o
° ° Rubrobacter OTU5445 - . o o
o [ Rl‘;hm -ac:cr 8 ig% K . ° °
N ryobacter R
o . Bryobacter OTU4361 -
. ° ° PA UC26f 0TU431
. o o Stenotrophobacter OTU4138 -|
RB41  OTUS231 -
RB41  QTU3946 -|
RB41  OTU1417 -
: : : 1124 OTU1406 -|
T T T
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Figure S5 Bacterial taxa sensitive OTUs to rotational strip bean (a) and celery (b) intercropping by both indicator
species analysis and likelihood ratio test. Solid circles represent sensitive OTU enrichment in the treatment.
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