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Message from the Guest Editors

The investigation of bacterial genomes is challenging. This
is particularly true for mechanisms behind antibiotic
resistance mechanisms. Multidrug-resistant bacteria are an
emergent global disease and a major public health
problem. The increasing availability of NGS data has been
providing new tools for the detection and typing of
pathogens, including the investigation of the molecular
basis of antibiotic resistance. This data availability opens
up to new “in-silico” methods of analysis as functional
genomics, GWAS, machine learning. These techniques
have proven to be powerful methods to characterize
bacterial features and to predict anti-microbial
combinations. However, the performance of any in silico
model depends on the quality of the input data. This
Special Issue invites articles including, but not limited to,
the following topics: functional genomics, methods and
algorithms for genome analysis, including machine
learning and systems biology approaches; characterization
of mobile genetic elements, prophages, pseudogenes, and
features conferring resistance to antimicrobials,
disinfectants, biocides, chemical and physical stresses.
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Editor-in-Chief

Prof. Dr. Nicholas Dixon
School of Chemistry and
Molecular Bioscience, University
of Wollongong, Wollongong, NSW
2522, Australia

Message from the Editor-in-Chief

There are very few fields that attract as much attention as
scientific endeavor related to antibiotic discovery, use and
preservation. The public, patients, scientists, clinicians,
policy-makers, NGOs, governments, and supra-
governmental organizations are all focusing intensively on
it: all are concerned that we use our existing agents more
effectively, and develop and evaluate new interventions in
time to face emerging challenges for the benefit of present
and future generations. We need every discipline to
contribute and collaborate: molecular, microbiological,
clinical, epidemiological, geographic, economic, social
scientific and policy disciples are all key. Antibiotics is a
nimble, inclusive and rigorous indexed journal as an
enabling platform for all who can contribute to solving the
greatest broad concerns of the modern world.

an Open Access Journal by MDPI

7.34.3

Author Benefits

Open Access: free for readers, with article processing charges (APC) paid by authors or
their institutions.
High Visibility: indexed within Scopus, SCIE (Web of Science), PubMed, PMC, Embase,
CAPlus / SciFinder, and other databases.
Journal Rank: JCR - Q1 (Pharmacology and Pharmacy) / CiteScore - Q1 (General
Pharmacology, Toxicology and Pharmaceutics )

Contact Us

Antibiotics Editorial Office
MDPI, Grosspeteranlage 5
4052 Basel, Switzerland

Tel: +41 61 683 77 34
www.mdpi.com

mdpi.com/journal/antibiotics
antibiotics@mdpi.com

@antibioticsmdpi

https://www.ncbi.nlm.nih.gov/pubmed/?term=2079-6382
https://www.mdpi.com/openaccess
http://www.mdpi.com/journal/antibiotics/apc
https://www.scopus.com/sourceid/21100469670
https://mjl.clarivate.com/search-results?issn=2079-6382&hide_exact_match_fl=true&utm_source=mjl&utm_medium=share-by-link&utm_campaign=search-results-share-this-journal
https://pubmed.ncbi.nlm.nih.gov/?term=%2522antibiotics+%2528basel%2529%2522%255Bjournal%255D&sort=pubdate
https://www.ncbi.nlm.nih.gov/pmc/journals/2908/
http://www.embase.com/
https://sso.cas.org/as/authorization.oauth2?response_type=code&client_id=scifinder-n&redirect_uri=https%253A%252F%252Fscifinder-n.cas.org%252Fpa%252Foidc%252Fcb&state=eyJ6aXAiOiJERUYiLCJhbGciOiJkaXIiLCJlbmMiOiJBMTI4Q0JDLUhTMjU2Iiwia2lkIjoianMiLCJzdWZmaXgiOiJUYWozcGUu
https://www.mdpi.com/journal/antibiotics/indexing
https://mdpi.com
https://mdpi.com/journal/antibiotics

	Genomic Analysis and AMR Detection in Pathogenic Bacteria

