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Message from the Guest Editors

This Special Issue will focus on analyzing sequence data
from bacterial and human epigenomes. The scope of this
Special Issue includes novel biological techniques,
sequencing data, epigenomic information, and analysis
tools. It also includes the analysis of bacterial data in the
context of infectious diseases and human data in the
context of clinical cases.

We invite the research community from both academia
and industry to submit their work on bacterial and human
epigenomes for this Special Issue. Even though the focus of
the Issue is analyzing sequence-level data, we encourage
colleagues to submit relevant research work that was
performed using methods and technologies apart from
sequencing.

This Special Issue will provide a snapshot of current
methods and analyses that are being used by the scientific
community for understanding bacterial and human
epigenomes. We anticipate that these research findings will
reveal further insights into genome structure and function.
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