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This Special Issue is calling for submissions of original
studies about computational approaches for the analysis
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e Computational approaches and reviews for GWAS,
genomic  selection, selective  sweep, and
imputation;

e Approaches for efficient handling of big omics data;

e Computational approaches for integrating multi-
omics data and new gene-phenotype associations
identified by multi-omics integration approach;

e Advanced phenotyping approaches and new
discoveries of gene-phenotype associations.
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