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Message from the Guest Editor

Whole-genome sequencing (WGS) is rapidly replacing
traditional typing methods that provide limited
information and are usually pathogen-specific. By offering
the highest resolution possible, genomic-based microbial
typing tools can be used for pathogen tracking, outbreak
control and source attribution, in addition to provide an
all-in-one test for species identification, serotyping,
resistance profiling and virulence detection useful for
pathogen diagnostics and treatment decisions. However,
WGS raises several challenges in terms of data extraction
and its conversion to clinical and epidemiological
information which include bioinformatic tool development,
interpretation guideline definitions, harmonization and
societal acceptance. This last challenge is covered by
GE3LS by investigating economic, legal and societal
questions at the intersection of genomics and society.  In
the last few years, several methods have been developed
for phylogenetic analysis based on single nucleotide
polymorphism (SNP) or allelic (cgMLST or wgMLST)
variation applied on the core- or the whole- genome.
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Message from the Editor-in-Chief

"Microorganism" merges the idea of the very small with the
idea of the evolving reproducing organism is a unifying
principle for the discipline of microbiology. Our journal
recognizes the broadly diverse yet connected nature of
microorganisms and provides an advanced publishing
forum for original articles from scientists involved in high-
quality basic and applied research on any prokaryotic or
eukaryotic microorganism, and for research on the
ecology, genomics and evolution of microbial communities
as well as that exploring cultured microorganisms in the
laboratory.
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