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Message from the Guest Editor

Dear Colleagues,

Aging is a natural and multifactorial process for all living
organisms, involving a decline in physiological functions of
the host. The aging process affects the gut microbiome in
particular as it is accompanied by changes in
gastrointestinal (GI) physiology, predisposing a myriad of
GI and metabolic disorders. The development of next-
generation sequencing and metagenomics has provided
insight into the function of the aging microbiome.
However, research on aging and the microbiome in general
has many unresolved questions regarding whether any
generalizable changes can be observed in normal/healthy
ageing. The objective of this Special Issue is to provide a
common platform for researchers and clinicians working
on human and animal research to exchange updated
information. This Special Issue will consider reviews and
research manuscripts ranging from laboratory to animal
and human studies.
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Message from the Editor-in-Chief

"Microorganism" merges the idea of the very small with the
idea of the evolving reproducing organism is a unifying
principle for the discipline of microbiology. Our journal
recognizes the broadly diverse yet connected nature of
microorganisms and provides an advanced publishing
forum for original articles from scientists involved in high-
quality basic and applied research on any prokaryotic or
eukaryotic microorganism, and for research on the
ecology, genomics and evolution of microbial communities
as well as that exploring cultured microorganisms in the
laboratory.

an Open Access Journal by MDPI

7.74.2

Author Benefits

Open Access: free for readers, with article processing charges (APC) paid by authors or
their institutions.
High Visibility: indexed within Scopus, SCIE (Web of Science), PubMed, PMC,
PubAg, CAPlus / SciFinder, AGRIS, and other databases.
Journal Rank: JCR - Q2 (Microbiology) / CiteScore - Q1 (Microbiology (medical))

Contact Us

Microorganisms Editorial Office
MDPI, Grosspeteranlage 5
4052 Basel, Switzerland

Tel: +41 61 683 77 34
www.mdpi.com

mdpi.com/journal/microorganisms
microorganisms@mdpi.com

@Micro_MDPI

https://www.ncbi.nlm.nih.gov/pubmed/?term=2076-2607
https://www.mdpi.com/openaccess
http://www.mdpi.com/journal/Microorganisms/apc
https://www.scopus.com/sourceid/21100933947
https://mjl.clarivate.com/search-results?issn=2076-2607&hide_exact_match_fl=true&utm_source=mjl&utm_medium=share-by-link&utm_campaign=search-results-share-this-journal
https://pubmed.ncbi.nlm.nih.gov/?term=%2522microorganisms%2522%255Bjournal%255D&sort=pubdate
https://www.ncbi.nlm.nih.gov/pmc/journals/3054/
https://pubag.nal.usda.gov/?utf8=%25E2%259C%2593&_=1643984047325&sort=date-desc&search_field=journal_text&q=microorganisms
https://sso.cas.org/as/authorization.oauth2?response_type=code&client_id=scifinder-n&redirect_uri=https%253A%252F%252Fscifinder-n.cas.org%252Fpa%252Foidc%252Fcb&state=eyJ6aXAiOiJERUYiLCJhbGciOiJkaXIiLCJlbmMiOiJBMTI4Q0JDLUhTMjU2Iiwia2lkIjoianMiLCJzdWZmaXgiOiJUYWozcGUu
https://agris.fao.org/
https://www.mdpi.com/journal/microorganisms/indexing
https://mdpi.com
https://mdpi.com/journal/microorganisms

	Gut Microbiome and Aging 2.0

