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The Special Issue "Perspectives and Innovations in Non-
Coding RNA Bioinformatics" recently launched to
highlight the opening a new “Computational Biology”
section of the ncRNA journal (IF 4.3) is open for
submissions. This Special Issue aims to present a
landmark collection of papers that showcase cutting-
edge research in ncRNA bioinformatics and set the
stage for future innovations in this fascinating area of
study. We look forward to include:
- Manuscripts that introduce novel algorithms or

significantly improve upon existing methodologies and
pipelines, candidating to become best practice
methods that can decipher the intricate roles of
ncRNAs in health and disease;

- High-quality reviews about bioinformatics tools in the
ncRNA world.
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for this Special Issue.
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About the Journal
Message from the Editor-in-Chief
This field finally has a dedicated journal where its broad
community can communicate and exchange its latest
findings in one centralized place. This field was built
stone by stone from the many scientific contributions
from extremely diverse horizons, studying gene
silencing in plants, position effect variegation in
drosophila or quelling in fungi. This field has achieved
maturity, but a lot remains to be discovered! Our aim is
to publish manuscripts from all horizons that will have a
high impact on the development of the field. Let’s have
fun and wish Non-Coding RNA a long and rewarding life!
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